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The Patient Electronic Medical Records System (Realone, Neusoft [version 2021.12]).

SPSS (version 26.0), and R (version 4.0.2)
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In this trial, the sex was determined based on self-reporting. The sex distribution was 15 (65.2%) men versus 8 (34.8%)
women. this data was collected in Sun Yat-sen University Cancer Centre and presented in the table of characteristics.

n/a

The median age of the 23 patients was 52 years (IQR 38-54), and they were mostly men (15 patients [65.2%]). Of the 23
patients, 22 patients (95.7%) received induction chemotherapy plus concurrent chemoradiotherapy. The most common
locations of the residual nasopharyngeal carcinoma were nasal skull base (five patients [21.7%]) and cervical lymph nodes
(five patients [21.7%]). The detectable and undetectable plasma Epstein–Barr virus DNA were obtained in 2 patients (8.7%)
and 21 patients (91.3%), respectively. Ten patients (43.5%) had pathological or cytological diagnoses; and 13 patients (56.5%)
had radiological diagnoses.

Investigators in Sun Yat-sen University Cancer Centre screened and enrolled participants into this trial. Participants must
meet the all the inclusion criteria and should not meet any one of the exclusion criteria as defined in the protocol. All
participants provided written informed consent before study entry.

The Institutional Ethics Review Board of Sun Yat-sen University Cancer Centre approved the trial protocol.

n=23
The sample size was estimated according to Simon’s two-stage design with a one-sided α error of 0.025 and a power of 80%.34,35 A previous
trial reported that the highest objective response rate of capecitabine monotherapy for recurrent nasopharyngeal carcinoma was 47.8%.28
The objective response rate to the combination regimen (toripalimab plus capecitabine) was initially expected to be 80%. Under these
assumptions, the stages were as follows: in stage one, among six evaluable patients, if the responders were three or fewer, the trial would be
terminated. Otherwise, an additional 15 patients would be enrolled for stage two. In stage two, if 15 responders ormore were observed
(including those from stage one), the trial would be considered a success. Assuming a 10% dropout rate, a total of 23 patients were required
for this trial.

Two patients were excluded from our trial (one patient withdrew consent; and one patient received capecitabine monotherapy). The full
exclusion criteria are presented in the protocol.

This is a prospective, single-arm, open-label, phase 2 trial. Our finding can not be reproduced.

No randomization. This was a single-arm, phase 2 trial with no comparison arm.

No blinding. This was a open-label, phase 2 trial.
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The trial is registered with the Chinese Clinical Trial Registry, number ChiCTR1900023710

Attached in our manuscript

This trial was performed at SunYat-sen University Cancer Centre in Guangzhou, China. Patients were recruited between June 1, 2020,
and May 31, 2021.

The primary endpoint of this trial was the objective response rate. The following secondary endpoints were also analysed: complete
response rate, disease control rate, duration of response, progression-free survival, safety profile and treatment compliance.
The objective response rate, complete response rate and disease control rate were assessed by an independent review team
according to RECIST (version 1.1); the accompanying 95% confidence intervals (95% CIs) were calculated based on the Clopper-
Pearson method. The median duration of response and median progression-free survival were estimated using the Kaplan–Meier
method, and the corresponding 95% CIs were estimated using the Brookmeyer-Crowley method.
The efficacy was assessed by an independent review team according to NCI CTC-AE (version 5.0).

Report on the source of all seed stocks or other plant material used. If applicable, state the seed stock centre and catalogue number. If
plant specimens were collected from the field, describe the collection location, date and sampling procedures.

Describe the methods by which all novel plant genotypes were produced. This includes those generated by transgenic approaches,
gene editing, chemical/radiation-based mutagenesis and hybridization. For transgenic lines, describe the transformation method, the
number of independent lines analyzed and the generation upon which experiments were performed. For gene-edited lines, describe
the editor used, the endogenous sequence targeted for editing, the targeting guide RNA sequence (if applicable) and how the editor
was applied.
Describe any authentication procedures for each seed stock used or novel genotype generated. Describe any experiments used to
assess the effect of a mutation and, where applicable, how potential secondary effects (e.g. second site T-DNA insertions, mosiacism,
off-target gene editing) were examined.
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