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File Name : Supplementary data 1
Description : Raw mass spectrometry data of metabolomics from papillary thyroid cancer (PTC) tumor tissues and paired normal tissues.
File Name : Supplementary data 2
Description : Differential expressed metabolites in PTC tumor tissues compared to paired normal tissues.
File Name : Supplementary data 3
Description : Differential expressed genes in anaplastic thyroid cancer (ATC) compared to PTC tumor tissues.
File Name : Supplementary data 4
Description : KEGG pathway of Gene-set enrichment analysis (GSEA) between ATC versus PTC.
File Name : Supplementary data 5
Description : Different-expressed genes in poorly differentiated thyroid cancer (PDTC) compared to PTC.
File Name : Supplementary data 6
Description : Enriched KEGG pathway comparison of between PDTC and PTC.
File Name : Supplementary data 7
Description : Differential expressed genes comparison of ATC versus PDTC.
File Name : Supplementary data 8
Description : Comparison of KEGG pathway in ATC compared to PDTC.
File Name : Supplementary data 9
Description : KEGG pathway of GSEA results in tumor compared to normal tissues.
File Name : Supplementary data 10
Description : Different-expressed metabolic genes in tumor compared to normal tissues.
File Name : Supplementary data 11
Description : Enriched KEGG pathway from GSEA between TDS-high and -low tumors.
File Name : Supplementary data 12
Description : Differential expressed metabolic genes in TDS-high compared to TDS-low tumors.
File Name : Supplementary data 13
Description : Sample information for RNA sequencing 
File Name : Supplementary data 14
Description : Sample information for single-cell RNA sequencing
File Name : Supplementary data 15
Description : Short tandem repeat (STR) profiling results of cell lines









