Description of Additional Supplementary Files:

Supplementary Data 1: Interaction interface of RTCB and Archease, calculated by the PISA server.

Supplementary Movie 1: The conformational changes between nucleotide-free RTCB and RTCB in
the activation complex are visualized as morph (generated in PyMol). The loop region Q218 to Y228
is highlighted in red. Loops that were not build for the nucleotide free RTCB were deleted in the RTCB
structure from the post-activation complex for comparison.



