
Descripfion of Addifional Supplementary Files:  

 

Supplementary Dataset 1: Prevalence of CDCL proteins, including similarity matrices and grouping 

by paftern analyses present in sequenced bacterial genomes.  

 

Supplementary Dataset 2: This dataset shows the prevalence of CDCL genes in human gut 

metagenomic datasets. Sixteen human gut metagenomic datasets were analyzed comprising 1958 

subjects.  

 

Supplementary Dataset 3: This dataset shows the top mass spec hits for the proteins released by 

treatment of P. dorei 9_1_42FAA with the Bacteroides fragilis CDCL. 


