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Research involving human participants, their data, or biological material
Policy information about studies with human participants or human data. See also policy information about sex, gender (identity/presentation),
and sexual orientation and race, ethnicity and racism.
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Note that full information on the approval of the study protocol must also be provided in the manuscript.
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Reporting for specific materials, systems and methods
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Methods
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All analyses were performed on post-mortem, deidentified molecular data. This study was focused on identifyingmolecular
networks associated with Alzheimer's disease. Sex was included as a covariate for most analyses and explicitly considered
when examining whether CD83(+) microglia are sex-associated.

This study is based on post-mortem, deidentified molecular data generated from biosamples collected by several large
clinicopathological studies of ageing and Alzheimer's disease. Participant's self-reported race was used as a covariate in
relevant analyses, however these cohorts are predominantly comprised of caucasian individuals, so we did not perform any
race-stratified analyses.

We have outlined the subject characteristics of the three cohorts reported on in this study in Table 1 (Banner SFG cohort),
Table 2 (Fujita-ROSMAP) and Table 3 (Mathys-ROSMAP)

Our study reports on data generated from deceased participants that were recruited into the Banner Sun Health Research
Institute’s Brain & Body Donation Program and the Religious Orders Study and Memory & Ageing Program. These subjects
were not recruited by our study.

We did not require an IRB protocol as we were working with deidentified data from deceased individuals

We aimed to generate data from at least 100 subjects to power probabilistic causal network inference approaches that we planned to use

N/A

We incorporated externally generated data from the ROSMAP-Fujita and ROSMAP-Mathys snRNAseq data sets which we used to verify
whether our key findings were also evident in additional data sets

N/A
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