Description of additional supplementary files

Title: Supplementary Data 1
Description: Quality control.  Tabs 1 and 2 contain the sequencing and alignment metrics of scRNA- and scATAC-seq data, respectively. Tab 3 summarizes the mapping rates of CUT&RUN samples to the reference genome.  



Title: Supplementary Data 2
Description: Differential expression. Tabs 1 and 2 provide lists of DEGs within each canonical cell cycle phase and inferred transition points. Tab 3 includes the genes that are differentially expressed upon AP2XII-8 knock-down. In this analysis, (FC > 1.5 and adjusted p-value < 0.05 have been used as the cutoff).



Title: Supplementary Data 3
Description: Gene clusters. Tab 1 contains list of genes in each RNA and ATAC sub clusters along with their expression and accessibility peak time. Tab 2 contains the GO terms associated with each sub-ATAC cluster, the number of genes in each sub-ATAC cluster, and the number of genes used to compute the GO terms.



Title: Supplementary Data 4
Description: Motifs discovered by STREME and BAMM. Tab 1 includes the statistical significance of the motifs discovered by STREME(MEME-suite) and BAMM in each group. Tab 2 includes the consensus sequences of motifs.



Title: Supplementary Data 5
Description: AP2XII-8 target genes. Tab 1 contains the list of genes targeted by AP2XII-8 detected by analysis of CUT&RUN data sets. This also contains the list of DEGs upon AP2XII-8 KD. Motif enriched under the CUT&RUN peaks of these genes is shown. Tab 2 contains the motif information of the ribosomal protein-encoding genes that show at least one CUT&RUN signal. Motif search was performed under the extended CUT&RUN peaks of each RP gene.



Title: Supplementary Data 6
Description: ATAC peaks, Tab 1 contains list of peaks that were assigned to the nearest downstream gene with the distance cut-off < 3,000 bp.



Title: Supplementary Data 7
Description: All eukaryotic cell lines including any T. gondii strains used or created in this study.



Title: Supplementary Data 8
Description: All oligonucleotides and recombinant DNA used in this study. Sequences are shown in 5’- to 3’- orientation. ‘Lab ID’ refers to primer log in the Gubbels lab.



Title: Supplementary Data 9
Description: All antibodies used in this study for the purpose of immunofluorescence assays, western blots, and CUT&RUNs.



Title: Supplementary Data 10
Description: Quantification of cell cycle arrest stages upon AP2XII-8 KD.



Title: Supplementary Data 11
Description: Key resource table.




