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Data
Policy information about availability of data

All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:
- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy

Research involving human participants, their data, or biological material
Policy information about studies with human participants or human data. See also policy information about sex, gender (identity/presentation),
and sexual orientation and race, ethnicity and racism.

Reporting on sex and gender

Reporting on race, ethnicity, or
other socially relevant
groupings

Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences

For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

The raw data are available under restricted access for privacy laws, access can be obtained by approval from the Danish Data Protection Agency, the Danish Health
Authority, and the Danish National Archive. The summary data generated in this study are provided free of use at https://h2.cpr.ku.dk/.

We have performed a sex-specific analyses of the outcomes.

Please specify the socially constructed or socially relevant categorization variable(s) used in your manuscript and explain why 
they were used. Please note that such variables should not be used as proxies for other socially constructed/relevant variables 
(for example, race or ethnicity should not be used as a proxy for socioeconomic status). 

Provide clear definitions of the relevant terms used, how they were provided (by the participants/respondents, the 
researchers, or third parties), and the method(s) used to classify people into the different categories (e.g. self-report, census or 
administrative data, social media data, etc.)

Please provide details about how you controlled for confounding variables in your analyses.

Describe the covariate-relevant population characteristics of the human research participants (e.g. age, genotypic 
information, past and current diagnosis and treatment categories). If you filled out the behavioural & social sciences study 
design questions and have nothing to add here, write "See above."

No recruitment was performed, this study used the full Danish population.

The use of data from the MultiGeneration Registry-Lite was approved by the Danish National Archives (journal 19/04085).
Informed consent or evaluation by a research ethics committee is not required for registry-based research in Denmark. The
Danish Blood Donor Study (DBDS) was approved by the National Danish Committee on Health Research Ethics (1–10-72–
95-13), the Zealand Regional Committee on Health Research Ethics (SJ-740), and the Data Protection Agency (P-2019–99).
Genetic research within the DBDS was approved by the Danish National Committee on Health Research Ethics (1700407).

No sample size was determined, we used the full Danish population.

Only individuals with no relatives was excluded, as they did not contribute to estimation of genetic heritability.

No replication was performed, as we used the full Danish population

No randomization was performed in this observational study.

No blinding was performed in this observational study.




