
Description of Additional Supplementary Files 
 
File Name: Supplementary Data 1 
Description: Significantly upregulated genes in each cluster. Significantly differentially 
expressed genes (adjusted p-value ≤ 0.05) identified with two-sided scanpy Wilcoxon rank-
sum test (sc.tl.rank_genes_groups). Correction was performed using the Benjamini and 
Hochberg procedure. 


