Description of Additional Supplementary Files

File Name: Supplementary Data S1
Description: Overview of the 16 recruited participants and their metadata

File Name: Supplementary Data S2
Description: Overview of inclusion and exclusion criteria for participant recruitment

File Name: Supplementary Data S3
Description: Composition of enrichment cultures after antibiotics and lysozyme treatments

File Name: Supplementary Data S4
Description: Spearman correlations of co-cultured archaea and bacteria

File Name: Supplementary Data S5
Description: Recovered genomes, their classification according to GTDB, completeness and contamination.

File Name: Supplementary Data S6
Description: List of Methanobrevibacter genomes 

File Name: Supplementary Data S7
Description: ANI Matrix

File Name: Supplementary Data S8
Description: ANI distances from different clusters to themselves and Cand.  M. intestini (CMI, WWM1085) and M. smithii (MS, DSM2374).

File Name: Supplementary Data S9
Description: Kbase annotation output on CRISPR Functions for M. smithii and Cand. M. intestini 

File Name: Supplementary Data S10
[bookmark: _GoBack]Description: Genomic and functional annotation of genes divergent in Methanobrevibacter genomes from diseased and healthy individuals

