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Figure S1 | Optimization of B cell staining with KpnO2. (a) Cartoon depicting fluorescent labeling of the outer membrane of K. pneumoniae 
via click-chemistry. K. pneumoniae was cultured overnight in the presence of KDO-azide (2 µM), which was metabolically incorporated into 
the LPS core. Cyclooctyne-labelled fluorophores (50 µM) were added, which “clicked” to the azide handles. (b) Fluorescent labeling of 
KpnO2 with Cy5 or ATTO-488 was assessed via flow cytometry and depicted as gMFI of bacterial populations. (c) Human B cell isolated from 
healthy donors were incubated with KpnO2-ATTO-488 or KpnO2-Cy5 (0.5 bacterium/B cell for each fluorophore). B cells (CD19+) that bound 
KpnO2-ATTO-488 or KpnO2-Cy5 were detected. (d,e) Human B cells isolated from healthy donors were incubated with KpnO2-ATTO-488 and 
KpnO2-Cy5 (MOI of 0.5 per fluorophore) with an excess of unlabeled KpnO2. B cells (CD19+) that bound both KpnO2-ATTO-488 and KpnO2-
Cy5 were detected. (e) gMFI values of single and double positive B cells with and without unlabeled bacteria. (f) Left, B cells that stain 
double positive for KpnO2-A488 and KpnO2-Cy5 (dual, left microscopy image) or single positive for KpnO2-Cy5 (single, right microscopy 
image) were sorted into a chambered cover slip containing 1% PFA and analyzed by fluorescence microscopy to determine bacterial 
binding. Right, table with quantification of flow cytometry and microscopy data to determine the number of bacteria per cell for both single 
and dual stained cells. (g) Cartoon depicting the process of K. pneumoniae-specific antibody identification. B cells were stained with 
differently fluorescently labelled K. pneumoniae, and B cells double positive for both fluorescent markers were single cell sorted. The 
variable regions of the heavy and light chain (VH and VL, respectively) were amplified by RT-PCR and cloned into IgG1 expression vectors. 
Antibodies were recombinantly expressed and tested for antibody binding to K. pneumoniae. Figure panel g was created with 
BioRender.com released under a Creative Commons Attribution-NonCommercial-NoDerivs 4.0 International license.
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Figure S2 | VH/VL sequences of 29 anti-Kpn mAbs. (a&b) Alignments of the variable regions of the heavy and light chains (VH 
and VL, respectively) of the unique KpnO2 (a) and KpnO1 (b) binding antibodies. Amino acid sequence alignment was generated 
using Geneious R9 (v9.1.6). Location of the CDR regions determined using IgBlast web tool (Release 1.20.0)



Figure S3 | Binding of anti-KpnO2 mAbs to different Kpn isolates. (a) To identify the antigenic targets of the anti-KpnO2 antibodies, a 
transposon library of KpnO2R (isogenic variant of KpnO234) was incubated with fluorescently labelled UKpn2, and antibody binding was 
detected using flow cytometry. Bacteria that were not bound by the antibodies were single cell sorted. (b) Binding of UKpn1, UKpn3 and 
UKpn4 to clinical isolates expressing various capsule types. IgG1 binding was detected by flow cytometry using anti-hu-IgG-AF488. Flow 
cytometry data are represented as fold change of gMFI values of bacterial populations over the background. (c) Binding of UKpn2, 
UKpn5-9, UKpn11, UKpn13 and UKpn14 to clinical isolates expressing various O-antigen types. Data represent mean ± SD of three 
independent experiments. (d) KpnO2 was lysed, and the proteins in the lysate were digested with proteinase K. Western blot was 
performed using different KpnO2 antibodies followed by goat anti-hu-IgG-HRP. Bands were visualized using ECL. (e) Binding of UKpn2, 
UKpn5-9, UKpn11, UKpn13 and UKpn14 to clinical isolates expressing either the O2a- (UM-05-B-#1) or O2afg-antigen (MC-04166). 
Bacteria were incubated with 1 µg/ml IgG1, and binding was detected by flow cytometry using anti-hu-IgG-AF647. Flow cytometry data 
are represented by gMFI values of bacterial populations. (f) A transposon library of KpnO2R was incubated with UKpn2-AF647 and 
UKpn6-AF488, and antibody binding was detected using flow cytometry. Bacteria that were bound by UKpn6-AF488 but not by UKpn2-
AF647 were single cell sorted (green gate). (g) The barcodes of single cell sorted transposon mutants were sequenced to determine the 
location of the transposon inserts. Mutants that were longer bound by UKpn6-AF488 but not by UKpn2-AF647 had transposon insertions 
in orf7. 
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Figure S4 | mAbs directed against KpnO1 do not target the capsule. Anti-KpnO1 IgG1 binding to the capsule deletion mutant of 
KpnO1 (∆wbaP). Bacteria were incubated with 1 µg/ml IgG1, and binding was detected by flow cytometry using anti-hu-IgG-
AF647. Data represent gMFI values of bacterial populations. 
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Figure S5 | Antibodies targeting Klebsiella induce phagocytosis and killing by neutrophils. (a) Antibody-dependent phagocytosis of 
K. pneumoniae KpnO2. GFP expressing bacteria were incubated in the presence of antibody and 3% ∆NHS (KpnO2) as a source of 
complement for 15 minutes at 37°C. Isolated human neutrophils were allowed to phagocytose opsonized bacteria for 15 minutes at 
37°C. Afterwards, the percentage of GFP-positive neutrophils was determined by flow cytometry. (b,c) K. pneumoniae KpnO2 (b) or 
KpnO1 (c) at 2 x 105 bacteria/ml were incubated with antibodies and 8% ∆NHS (KpnO2) or 1% ∆NHS (KpnO1) for 3 hours at 37°C. The 
number of CFU/ml was calculated and shown as relative survival by dividing by the no antibody control. (a-c) Data represent mean ± 
SD of three independent experiments. (a,b) Data were analyzed by one-way ANOVA with Dunnett multiple comparison analysis 
compared to without mAb control. Significant differences are indicated, * p<0.05, ** p<0.01 and ***p<0.001.
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Figure S6 | Combining capsule targeting antibodies improves complement activation on KpnO2. (a) Antibody-dependent C3b 
deposition on KpnO2 pre-incubated with UKpn1, UKpn2 or a combination of both. After antibody binding, bacteria were 
incubated in 3% normal human serum (NHS) as a complement source. C3b-deposition was detected using anti-hu-C3b-AF647 by 
flow cytometry. (b) Same setup as in (a) with strains KpnO2 and K00059 at a fixed antibody concentration of 1 µg/ml with 1% 
NHS (left panel) and 3% NHS (right panel). As a control antibody anti-DNP was used. Data represent the gMFI of anti-hu-C3b-
A647 of bacterial populations. (c) KpnO2 was incubated with UKpn1, UKpn3 or a combination thereof. To this mixture 10 µg/ml 
SpA-B was added and incubated for 30 minutes at 4°C. SpA-B binding was measured by flow cytometry and depicted as gMFI of 
the bacterial population. (a-c) When antibodies were combined, both antibodies were added in the same concentration. The 
total antibody concentration in the assay is the same for single or combination of antibodies. Data represent mean ± SD of three 
independent experiments. (c) Data were analyzed by one-way ANOVA with Tukey multiple comparison analysis. Significant 
differences are indicated, * p<0.05, ** p<0.01 and ***p<0.001.
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Figure S7 | Anti-capsular antibodies strengthen each other’s binding. (a,b) KpnO2 was incubated with (a) 0.1 µg/ml directly 
labeled anti-O2-antigen UKpn2-AF488 or (b) 1 µg/ml anti-capsule UKpn1-AF647. A concentration range of antibodies UKpn1, 
UKpn2, UKpn3 or UKpn6 was added to the labeled antibodies. UKpn2-AF488 and UKpn1-AF647 binding was detected by flow 
cytometry. (c) The IgG1, F(ab’)2 and F(ab) of UKpn1 and UKpn3 all at 150 µg/ml were analyzed by SDS-PAGE and Instant blue 
staining in the absence (left) or presence (right) of DTT. (d) IgG1, F(ab’)2 and F(ab) of UKpn1 and UKpn3 were incubated with 
KpnO2, followed by detection with anti-kappa-A647 using flow cytometry. (e-f) KpnO2 was incubated with 1 µg/ml (e) UKpn1-
A647 or (f) UKpn1-F(ab’)2-A647 together with various concentrations of UKpn3 variants (IgG1, F(ab’)2 or F(ab)). The level of 
antibody binding was measured by detection of A647 using flow cytometry. (a,b,e,f) The relative antibody binding was 
calculated by dividing gMFI by fluorescent antibody only condition. Data represent mean ± SD of three independent 
experiments. (c,d) Data represent data obtained from a single experiment. 
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Name
O-type K-type Sequence

type
Isolation Selection 

marker
Reference

KpnO2 (Kp209) O2a KL110 11 Urine Janssen et al., 202043

KpnO2 ∆wbbO - KL110 11 Gentamicin This study

KpnO2 ∆wbaP O2a - 11 Gentamicin This study

KpnO2 pULTRA-gfp O2a KL110 11 Kanamycin This study

KpnO2 pULTRA-lux 11 Gentamicin This study

KpnO2R 
(Kp209_CSTR) 

transposon library

O2a KL110 11 Kanamycin Van der Lans et al., 
202334

KpnO1

(UM-05-A#1)

O1 KL114 219 Fecal Verschuren et al., 
unpublished

KpnO1 ∆wbbO - KL114 219 Gentamicin This study

KpnO1 ∆wbbY O2a KL114 219 Gentamicin This study

KpnO1 ∆wbaP O1 - 219 Gentamicin This study

KpnO1 pULTRA-gfp O1 KL114 219 Kanamycin This study

KpnO1 pULTRA-lux O1 KL114 219 Gentamicin This study

UM-2A#3.1 O1 KL20 20 Verschuren et al., 
unpublished

UM13B#1 O1 KL9 29 Verschuren et al., 
unpublished

MB-17667 O1 KL30-
D1

391 Van den Bunt et al., 
202053

JS367* O2afg KL9 560 This study

MA-25932 O3b KL60 2459 Van den Bunt et al., 
2020 53

MA-49950 O4 KL17 211 Van den Bunt et al., 
2020 53

MA-44575 O5 KL10 187 Van den Bunt et al., 
2020 53

MA-18898 OL104 KL14 513 Van den Bunt et al., 
2020 53

K00059 O3a KL110 483 Van den Bunt et al., 
2020 53 

UM-05-B-#1 O2a KL114 219 Verschuren et al., 
unpublished 

MC-04166 O2afg KL136 Van den Bunt et al., 
2020 53

N0008 O3a KL1 This study

MB-16059 O3b KL2 628 Van den Bunt et al., 
2020 53

Table S1| Strains used in this study



RT-PCR

Heavy IgG Sequence
H1_For_VH1 ACAGGTGCCCACTCCCAGGTGCAG
H1_For_VH3 AAGGTGTCCAGTGTGARGTGCAG
H1_For_VH4/6 CCCAGATGGGTCCTGTCCCAGGTGCAG
H1_For_VH5 CAAGGAGTCTGTTCCGAGGTGCAG
H1_Rev_int_CH1 GTTCGGGGAAGTAGTCCTTGAC

Kappa
K1_For_Vκ1/2 ATGAGGSTCCCYGCTCAGCTGCTGG
K1_For_Vκ3 CTCTTCCTCCTGCTACTCTGGCTCCCAG
K1_For_Vκ4 ATTTCTCTGTTGCTCTGGATCTCTG
K1_For_Pan_Vκ ATGACCCAGWCTCCABYCWCCCTG
K1_Rev_Cκ543 GTTTCTCGTAGTCTGCTTTGCTCA
K1_Rev_Cκ494 GTGCTGTCCTTGCTGTCCTGCT

Lambda
λ1_For_Vλ1 GGTCCTGGGCCCAGTCTGTGCTG
λ1_For_Vλ2 GGTCCTGGGCCCAGTCTGCCCTG
λ1_For_Vλ3 GCTCTGTGACCTCCTATGAGCTG
λ1_For_Vλ4/5 GGTCTCTCTCSCAGCYTGTGCTG
λ1_For_Vλ6 GTTCTTGGGCCAATTTTATGCTG
λ1_For_Vλ7 GGTCCAATTCYCAGGCTGTGGTG
λ1_For_Vλ8 GAGTGGATTCTCAGACTGTGGTG
λ1_Rev_Cλ CACCAGTGTGGCCTTGTTGGCTTG

2nd PCR

Heavy IgG
H2_For_AgeIC_VH1/5 GTTTCTGGTGGCTACTGCAACCGGTGTACATTCCGAGGTGCAGCTGGTGCAG 
H2_For_AgeIC_VH3 GTTTCTGGTGGCTACTGCAACCGGTGTACATTCTGAGGTGCAGCTGGTGGAG 
H2_For_AgeIC_VH3–23 GTTTCTGGTGGCTACTGCAACCGGTGTACATTCTGAGGTGCAGCTGTTGGAG 
H2_For_AgeIC_VH4 GTTTCTGGTGGCTACTGCAACCGGTGTACATTCCCAGGTGCAGCTGCAGGAG 
H2_For_AgeIC_VH4–34 GTTTCTGGTGGCTACTGCAACCGGTGTACATTCCCAGGTGCAGCTACAGCAGTG 
H2_For_AgeIC_VH1–18 GTTTCTGGTGGCTACTGCAACCGGTGTACATTCCCAGGTTCAGCTGGTGCAG 
H2_For_AgeIC_VH1–24 GTTTCTGGTGGCTACTGCAACCGGTGTACATTCCCAGGTCCAGCTGGTACAG 
H2_For_AgeIC_VH3–33 GTTTCTGGTGGCTACTGCAACCGGTGTACATTCTCAGGTGCAGCTGGTGGAG 
H2_For_AgeIC_VH3–9 GTTTCTGGTGGCTACTGCAACCGGTGTACATTCTGAAGTGCAGCTGGTGGAG 
H2_For_AgeIC_VH4–39 GTTTCTGGTGGCTACTGCAACCGGTGTACATTCCCAGCTGCAGCTGCAGGAG 
H2_For_AgeIC_VH6–1 GTTTCTGGTGGCTACTGCAACCGGTGTACATTCCCAGGTACAGCTGCAGCAG
H2_Rev_JH1/2/4/5 GATGGGCCCTTGGTGCTAGCTGAGGAGACGGTGACCAG 
H2_Rev_JH3 GATGGGCCCTTGGTGCTAGCTGAAGAGACGGTGACCATTG 
H2_Rev_JH6 GATGGGCCCTTGGTGCTAGCTGAGGAGACGGTGACCGTG

Kappa
K2_For_Vκ1–5 GTAATCAGCACTTGCCTGGAATTCTCTATGGCTGACATCCAGATGACCCAGTC 
K2_For_Vκ1–9 GTAATCAGCACTTGCCTGGAATTCTCTATGGCTGACATCCAGTTGACCCAGTCT 
K2_For_Vκ1D–43 GTAATCAGCACTTGCCTGGAATTCTCTATGGCTGCCATCCGGATGACCCAGTC
K2_For_Vκ2–24 GTAATCAGCACTTGCCTGGAATTCTCTATGGCTGATATTGTGATGACCCAGAC
K2_For_Vκ2–28 GTAATCAGCACTTGCCTGGAATTCTCTATGGCTGATATTGTGATGACTCAGTC
K2_For_Vκ2–30 GTAATCAGCACTTGCCTGGAATTCTCTATGGCTGATGTTGTGATGACTCAGTC
K2_For_Vκ3–11 GTAATCAGCACTTGCCTGGAATTCTCTATGGCTGAAATTGTGTTGACACAGTC
K2_For_Vκ3–15 GTAATCAGCACTTGCCTGGAATTCTCTATGGCTGAAATAGTGATGACGCAGTC
K2_For_Vκ3–20 GTAATCAGCACTTGCCTGGAATTCTCTATGGCTGAAATTGTGTTGACGCAGTCT
K2_For_Vκ4–1 GTAATCAGCACTTGCCTGGAATTCTCTATGGCTGACATCGTGATGACCCAGTC
K2_Rev_Jκ1/4 GATGGTGCAGCCACCGTACGTTTGATYTCCACCTTGGTC 
K2_Rev_Jκ2 GATGGTGCAGCCACCGTACGTTTGATCTCCAGCTTGGTC
K2_Rev_Jκ3 GATGGTGCAGCCACCGTACGTTTGATATCCACTTTGGTC
K2_Rev_Jκ5 GATGGTGCAGCCACCGTACGTTTAATCTCCAGTCGTGTC

Lambda
λ2_For_Vλ1 GTTTCTGGTGGCTACTGCTACCGGTTCCTGGGCCCAGTCTGTGCTGACKCAG
λ2_For_Vλ2 GTTTCTGGTGGCTACTGCTACCGGTTCCTGGGCCCAGTCTGCCCTGACTCAG 
λ2_For_Vλ3 GTTTCTGGTGGCTACTGCTACCGGTTCTGTGACCTCCTATGAGCTGACWCAG 
λ2_For_Vλ4/5 GTTTCTGGTGGCTACTGCTACCGGTTCTCTCTCSCAGCYTGTGCTGACTCA
λ2_For_Vλ6 GTTTCTGGTGGCTACTGCTACCGGTTCTTGGGCCAATTTTATGCTGACTCAG 
λ2_For_Vλ7/8 GTTTCTGGTGGCTACTGCTACCGGTTCCAATTCYCAGRCTGTGGTGACYCAG 
λ2_Rev_Cλ GTTGGCTTGAAGCTCCTCACTCGAGGGYGGGAACAGAGTG

Table S2| RT-PCR primers



Source data supplementary fig S3d
Uncropped scan of blots from Sfig 3d

U
Kp

n1

U
Kp

n2

U
Kp

n3
 

U
Kp

n6
 

U
Kp

n7

U
Kp

n8
 

U
Kp

n7
2

U
Kp

n1

U
Kp

n2

U
Kp

n3
 

U
Kp

n6
 

U
Kp

n7

U
Kp

n8
 

U
Kp

n7
2

Repeat 1

Repeat 2



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /CMYK
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


