
Description of Additional Supplementary Files 

 

Supplementary Data Legends 

Supplementary Data 1. Patient information 

Supplementary Data 2. Differentially expressed lncRNAs in human acute wounds. (The p value was 

analyzed by one-way anova) 

Supplementary Data 3.  GO  analysis of marker genes of C2, C3, and C4 clusters. The p value was 

analyzed by two-sided Wilcoxon test. 

Supplementary Data 4. Genes used for calculating the inflammation score. 

Supplementary Data 5. SNHG26 pull down MS and LAZ sequence 

Supplementary Data 6. ILF2 BioID followed by MS 

Supplementary Data 7. Enriched Peaks in ILF2 ChIP sequencing (Ctrl_ASO group) 

Supplementary Data 8. Enriched peaks in SNHG26 ChIRP-seq 

Supplementary Data 9. Oligonucleotides and Antibodies 


