Description of additional supplementary files

Title: Supplementary Movie 1. 
Description: The results of 3D Flexible Refinement for the BA.2.86-S two-RBD-up–one-RBD-downthree-ACE2 complex are presented, with the density series oscillating across 20 frames, showing movement of the up-RBDs bound to ACE2 from top and side views. Superimposition of the 15 Å low-pass filtered cryo-EM map for the BA.2.86-S two-RBD-up–one-RBD-downthree-ACE2 complex and its corresponding rigid fitting model structure.


Title: Supplementary Movie 2.
Description: Animation of predicted conformational changes of BA.2.86-S RBD upon ACE2 binding. The two up-RBDs bound to ACE2 swing wide to provide space for the ACE2 receptor to approach, and then the ACE2 binding to the down-RBD causes a transition to the three RBDs up.






