Description of Additional Supplementary Files

File Name: Supplementary Data 1
Description: Top marker genes per cluster

File Name: Supplementary Data 2
Description: Gene-sets used in Fig. 4d

File Name: Supplementary Data 3
Description: Top 50 marker genes per cell type in Fig. 4e

File Name: Supplementary Data 4
Description: Gene-sets used in Fig. 4h

File Name: Supplementary Movie 1
Description: 3D render of invading angiogenic sprout. 3D reconstruction of a siCCM2 sprout after 18h of angiogenic invasion into the PEG matrix.

File Name: Supplementary Movie 2
Description: Example of WT EC following tunnels created by leading mutant. Timelapse imaging in a single z-plane of a trailing WT EC (in red) and leading siCCM2 mutant EC (in green) with tunnels (in black) seen in the gelatin embedded hydrogel behind the migrating siCCM2. Yellow arrow refers to timepoints in which the trailing WT EC tip modifies its direction to sense the tunnel.

File Name: Supplementary Movie 3
Description: Representative example of dynamic sprouting in control mosaics from Fig. 2c. Maximally projected confocal timelapse (Δt=45min) images from sprouting of a 1:1 mix of WT ECs (in red) and siCT ECs (in green) into PEG hydrogel. Scale bar is 50 µm

File Name: Supplementary Movie 4
Description: Representative example of dynamic sprouting in CCM2 mosaics from Fig. 2c. Maximally projected confocal timelapse (Δt=45min) images from sprouting of a 1:1 mix of WT ECs (in red) and siCCM2 ECs (in green) into PEG hydrogel. Scale bar is 50 µm.

File Name: Supplementary Movie 5
Description: Representative example of dynamic sprouting in CCM2+R1 mosaics from Fig. 2i. Maximally projected confocal timelapse (Δt=45min) images from sprouting of a 1:1 mix of WT ECs (in red) and siCCM2+SiR1 ECs (in green) into PEG hydrogel. Scale bar is 50 µm.

File Name: Supplementary Movie 6
Description: Representative example of dynamic sprouting in CCM2+R2 mosaics from Fig. 2i. Maximally projected confocal timelapse (Δt=45min) images from sprouting of a 1:1 mix of WT ECs (in red) and siCCM2+siR2 ECs (in green) into PEG hydrogel. Scale bar is 50 µm.

File Name: Supplementary Movie 7
Description: Representative example of reduced migration of stalk WT ECs upon losing contact with detached leading mutant EC. Maximally projected confocal timelapse (Δt=50min) images from sprouting of 1:1 mix of WT ECs (in red) and siCCM2 ECs (in green). Images were zoomed, cropped and edited to remove background invasion in different planes for clarity of visualization. Unedited Movie is also available upon request. Scale bar is 50 µm.

File Name: Supplementary Movie 8
Description: Representative example of the dynamic cell tracking algorithm. (left) Timelapse (Δt=45min) of maximum intensity projections of confocal images of Lifeact-GFP labelled siCCM2 ECs invading a PEG gel. (right) Results from the individual cell tracking algorithm. Each color identifies one of the detected cells.


 
