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Information on candidate genes used for cluster annotation and analysis
	gene
	xloc
	genbank
	cell type
	reference
	clusters

	a-amylase
	XLOC_002486
	KM577675
	midgut
	1
	21

	calponin
	XLOC-009350
	-
	smooth muscle
	2
	0 8 14

	coe
	XLOC-028320
	GU169416
	neuron
	3
	5

	cs3
	XLOC-001874
	KJ405470
	chaetal sac
	4,5
	24

	egb_a1a
	XLOC-020342
	MT701024
	globin secreting
	6
	15

	egb_a1b
	XLOC-035593
	MT701025
	globin secreting
	6
	15

	elav1
	XLOC-001549
	EF384209
	neuron
	7
	5 11 18 20

	foxA
	XLOC-060337
	AM114771
	hindgut; neuron
	8
	4 11 20

	gata456
	XLOC-067983
	EF014969
	smooth muscle
	2
	8 10 12 17

	gcm
	XLOC-004995
	HE971735
	gcm+ neuron
	9
	9 36

	hb9
	XLOC-015560
	EF384221
	neuron
	7
	4 5 11 16

	legumain
	XLOC_037879
	KM577676
	gut
	1
	4 7 27

	mef2
	XLOC-000048
	-
	smooth muscle
	2
	2 6 12

	myocardin
	XLOC-036073
	-
	muscle
	2
	2

	myoD
	XLOC-002761
	-
	striated muscle
	2
	1 2 3

	nk2.2
	XLOC-058223
	EF384210
	neuron
	7,10
	4 11 20

	nk6
	XLOC-053864
	EF384212
	neuron
	7,11
	5 11

	sm-mrlc
	XLOC-001832
	-
	smooth muscle
	2
	3 6 8 12 14

	st-mrlc
	XLOC-052139
	-
	striated muscle
	2
	3 6 8 12 14

	synaptotagmin
	XLOC-000875
	EF544397
	neuron
	7
	5 11 13 14 18 20 26

	titin
	XLOC-008954
	-
	striated muscle
	2
	2 10 17

	troponin T
	XLOC-009874
	-
	striated muscle
	2
	2 10 17

	trph
	XLOC-037608
	EF544398
	neuron
	7
	5

	vtg
	XLOC-001283
	KU756287
	eleocyte
	12
	7


Table 1: Candidate marker genes used for cluster annotation, including their genome assembly ID (xloc), their genbank ID, their known expression pattern, relevant references, and the clusters most strongly expressing the respective gene.
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Supplementary Data Figure 1: gene expression of candidate marker genes for cluster identification
(a-x) UMAP visualization of select marker genes used for cluster identification.
Information on additional genes used in this manuscript
	gene
	xloc
	genbank
	reference

	cdx
	XLOC-038701
	DQ188196
	13

	chd1
	XLOC-003547
	MW250936
	14

	chd345b
	XLOC-050017
	MW250938
	14

	cycb1
	XLOC-026926
	HE858370
	9,15

	cycb3
	XLOC-024089
	HE858372
	9,15

	dlx
	XLOC-035503
	AM114774
	16–18

	dnmt1
	XLOC-038208
	MW250929
	14

	evx
	XLOC-043538
	DQ188195
	9,13

	four-jointed
	XLOC-007715
	HE858364
	15

	foxa
	XLOC-060337
	AM114771
	8,16

	hdac3
	XLOC-004637
	MW250943
	14

	hdac8
	XLOC-001297
	MW250944
	14

	hox3
	XLOC-037912
	JQ424894
	9,19

	msx
	XLOC-050016
	CAJ38810
	16,20

	myc
	XLOC-004670
	KC999055
	9

	nanos
	XLOC-052426
	AM076486
	9,21

	flrtl     
	XLOC-008486
	PQ334001
	this study

	p2x
	XLOC-001439
	PQ334002
	this study

	pcna
	XLOC-025800
	HF935038
	9

	piwi
	XLOC-026648
	AM076487
	9,21

	prrx
	XLOC-055252
	PQ334003
	this study

	runx
	XLOC-003787
	KC999057
	9

	soxb1
	XLOC-064106
	ANS60443
	11,22

	sp/btd
	XLOC-015251
	KU249168
	17

	mtor
	XLOC-043662
	PQ334004
	this study

	vasa
	XLOC-005003
	AM048812
	9,21

	smg1
	XLOC-028373
	PQ334005
	this study


Table 2: additional marker genes used for this manuscript, including their genome assembly ID (xloc), their genbank ID, and relevant references.
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