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Gene: Platynereis ccdc134-like















































Gene: Platynereis flrtl
Matching ID in draft genome annotation: XLOC-008486
ATGTTGGTGCTTGGACTACCAGACTGTTCCCTTGCAGTCACTTTGTTATTTTTATTGACTGTCACAGTGCATGGACAATGTCCAGTATCCAGACGTTCCATGGCCTACTGCAGCTGCAACTACAGGGATAACAATGGCTACAGAGTGGCTCGTTCTATCGTTTGCAGTGGACTTAATCCTAATACGACCCTCATATTCACTGACACGAGGGACATTTTCGTGGATTTAATCATCAGGAATTCTACCATGGACCAAGTAATCCCATTTATGTTTTCGAGGGTCAAAGCAAGAAACTTCATCATGACCCATAACGAGATCCTAAGTATAGATGACAATGCCTTTCTCGGAGCTGAGGATTACATAGAAAGCCTGGATTTATCTCATAATCTGATTACCTCTTTGCCTCCTGCCATCTTCAAGTTGCTGCGATTCCTGAAGATCCTTAATCTGTCCAACAACAGACTGACCACGATTTACAAATCTGCTTTCGAAGGTTTGTCCAGTTTAACTTACCTCAACCTGGGTAGGAATAACATCTATGACATCAGAAGTGATGGTTTCTCTGAACTGGTTAATGTGAAGACTTTGTTGTTGGATGGAAATGCCATTGGTGAGCTGAAAAATGACTCTTTCTCTGGTCTGAGCAGGTTGCAACTCCTGCATCTTTCGTCCAACAAGATCAGCAAAATCTCAGGAGATGCATTCGCACCATTGACCAGTCTCCGCTCCCTCTACCTCCCTCTGAACGACTTGCCCTCCATCCCGGAGAGCATGCTCAGGATGAACGAATACCTGGAAGAACTTTCGCTCGCCGACAACGAACTCACGAGTATTCCTGAAAATGTGTTCTTCCTCAACAAATATCTAAAGTCAATAGATATCTCATTCAACAAATTAAATACGATTGAGAAGTTTCCTTTCAAAAAACTTGAACGCCTAGAAAAACTCAATTTACAAAACAATAAGATTAGATCAATATACAAAAACGTCTTTGAAAACTTAAACCAAGTGCAAACACTGAACTTGGCAAACAATCTAATTGACAACCTGGAAGAAAACGGGCTTGCTGGATTGGCTGTGACCCAGACAGTTAGATTAGACAACAACTTGATATCTATTGTCCCATATGGAGTGTTTGATGCAATAGGAAATGTGGTTTATTTGAACCTTTCAATGAATCTAATTGAAAACTTTGAGGACAGCAATCCATTCCTGGCTAATAATGTTTTAAAGGAGCTTGATTTAAGCTGGAATCGGATCAAAGAGGTTCCACCTACTTTATTTAAAAAGACCAGATCTCTCCAGAAACTCAGTATGGCTCACAATGAAATTACCATGATGGATCCAGAGAGTTTTATCAATGTACCCAAGTTAGAATCACTAGACTTGACACACAATCGGATAAACTCACCGGATGGGAACCTTTTCTACAATTGTCCTAAGCTCAAGACGCTGAAACTCTCGTGGAATCCTTTGCAAGAGCTTCCGCGGTCCTTCTTAGTCGGCCTCAGTGGCTTGGAAGAAGTGAATTTGGACCACGGATGCTTAACGGGTCTCCCAGATGGCTTCTTCACTCCAGTCGATGATACGGTCAATGCCACAACTCCTCCTGAACTTCAGCAGCCCGTTCCTCTTACGAACCTCAAAGTTGCTCATTTGAACAGTAACTTCCTCCAGGGCATCAACTCCACACAACTCCAGGGGCCAAAGTTGTCCACATTGAACATTCAGGAGAACAACATCTCCATGATAGACCCTGGGGTGTTCTCCTTATTCTCCACATTGGAGTCTGCGAACCTCTCGTGGAATGACCTAACATCATCCATCAGAGATTCATTTGGCAACATGCGCACTGTGAAAGTATTGGACTTGAGACATAACCAGATAGAAGAGTTGAACAGGAGAGCCCTTGAGGTTGAAACTGCTTTTGTGGAACTTTACTTGGAAGGGAACCCTATCTATTGTGATTGTGATATGGCTTTCCTCCGTGTGTATGATAATCTAAAGGACCCGGACTCATTGCTGTGTGGTTCCAGTAATACTGGATTAGATGAAGAATTAGTCATCTGCACTTCAACTCAGTCCCTCGGTTGCTCTAGTTGGCCGAGTAATCATCGAACTCTGTGTGCCAGAACGACACAAAATGACCTTGAGGCCAAACGTGACCAGCTGATTCAAGCTGCTGAAGACTACCAACAAGAAAGAATGGATTATGAGGAGTTCTGTGTAATTTATGAGGGAATGACGACAAGCGGGTATACCTTGTTAGATCCAAATTTTACCAACTTCTCTAACATTGATCTACCAGAGATCACCAAAATCACACCAACGCCTGACGATAATTATATCCGGGTTGAGTGGAAGCATGAGGATATAAGCCTTGTGTCGGGATACAGACTGAGGTACACAAATTCATCAAACAATGTGACACACACCAGTGAAGTGGTGGACGACCGCCTGTGGTATGTCCTGAACAACACTCACATTGATGAGAATTACCTCATCTGTGTGGAGGTGATCCTTTTGGATGGGCAGTCGAGGTTGGATGAGAGGAGATGCAGGGAAGTGAGAGATGTGCTGGTCAGGAAGGTCAGTGAAGAGGATGACCGCTCTGGGCTGCTGCAACTGCTCGTGCCCATCATCGCTGTAGCAGCGGTCCTCCTCATCATCATCCTCATCATCATCGGTGTCCGCGTCAGTCTGAGGAGGAAGCGTCATCGTGACAAGCAGCAGGAAGCCATGACAGCTGAACAAAAACTGGGCATGTGGGACTTTCCCTTCAAACCACATGCAAGTGAAGAACTGGTGGAGCAGACCACCTTGCCTTATGACGTCTACTCTGAGACTATCGTTGATCCCAAATTCCGTCTGAAGAAGTTGAGGGCGACAATCAGAGGCATGGGAAAGACAAAACGCGTCAAGAGGAGGAAGTCACAGAATAGACAGATTCCGTCCGTGGCTGGGTCCATGAGATCTATTAACTCCATGAAGAGCGATTCCATGAACAGCATCCATTCCAATAACAGCCTGGATGATGTTGACACGGGACTCTTTATTTCGTCACAGGGCGAGATCCTCCCCCCTCCTTACACAGAGTCTGCCAATGGATCTATTGCGAATGGATCTGTTGCGAATGGATCTGTCGCAAACGGTTCTGTTGCGAACGGTTCTTTAACCAGCATTTCCATTATGGGAAATGGCAGTGTGAAAAGCAGTGTGAAAAGTGGTGCTAACAGTATGAGAAGTGTGAAGAACAGTGCCAGGGGCAGCAGAGGAAGTGCCAGAAACAGTAGAAACAGTAAAAACAGTAGAAAAGGCAAGAGGAACAGTGGTTATGAGAGTGACAATAGAAGTGGAGAGTGA

HCR probes (B2 adapter):
CCTCGTAAATCCTCATCAaaATAACCACTGTTCCTCTTGCCTTTT
TCACTCTCCACTTCTATTGTCACTCaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaGCACTTCCTCTGCTGCCCCTGGCAC
CTGTTTTTACTGTTTCTACTGTTTCaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaCACTTTTCACACTGCTTTTCACACT
TCTTCACACTTCTCATACTGTTAGCaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaAGAACCGTTCGCAACAGAACCGTTT
ATTTCCCATAATGGAAATGCTGGTTaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaGCAATAGATCCATTGGCAGACTCTG
ACAGATCCATTCGCAACAGATCCATaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaTAAAGAGTCCCGTGTCAACATCATC
GGGGGAGGATCTCGCCCTGTGACGAaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaGGAATCGCTCTTCATGGAGTTAATA
GCTGTTATTGGAATGGATGCTGTTCaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaTGTCTATTCTGTGACTTCCTCCTCT
CTCATGGACCCAGCCACGGACGGAAaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaTTGTCGCCCTCAACTTCTTCAGACG
CGCGTTTTGTCTTTCCCATGCCTCTaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaGACGTCATAAGGCAAGGTGGTCTGC
TTTGGGATCAACGATAGTCTCAGAGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaAAGGGAAAGTCCCACATGCCCAGTT
ACCAGTTCTTCACTTGCATGTGGTTaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaTGTCACGATGACGCTTCCTCCTCAG
GTTCAGCTGTCATGGCTTCCTGCTGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaGATGATGAGGAGGACCGCTGCTACA
GACGCGGACACCGATGATGATGAGGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaCCAGAGCGGTCATCCTCTTCACTGA
ATGATGGGCACGAGCAGTTGCAGCAaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaTGCATCTCCTCTCATCCAACCTCGA
TCCTGACCAGCACATCTCTCACTTCaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaGATGAGGTAATTCTCATCAATGTGA
CCCATCCAAAAGGATCACCTCCACAaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaTCCACCACTTCACTGGTGTGTGTCA
TTGTTCAGGACATACCACAGGCGGTaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaTGTATCCCGACACAAGGCTTATATC
TGTTTGATGAATTTGTGTACCTCAGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaATCGTCAGGCGTTGGTGTGATTTTG
ATGCTTCCACTCAACCCGGATATAAaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaTTGGTAAAATTTGGATCTAACAAGG
ATCTCTGGTAGATCAATGTTAGAGAaaATCATCCAGTAAACCGCC



Gene: Platynereis prrx
Matching ID in draft genome annotation: XLOC-055252
ATGAGTAGCTACGGAATTGCCTCAGCTTACTACTCTCCTGCAGCGGCATACTACGACCACAAGTTCCAACATTACAACGCCCTCAACAAACCCAACTTCTCGGTGAGCCACTTGCTGGACTTGGAAGAACTACCAAGAGAGAACTGCGCCATGTTCGCCAACACAGACATGACAGGCAAGCCTCACTCCGGGGGCTCGGCCCAGGGCATGTTGCTGCACACGGTGCCCGACAGGATCCCCTCCGAAAGGATTCCCTCTGACAGGATCCCCTCCGACAGGATCCCGTCCGACAGGATGGCCGATAGACTGGACAGGCCCAGCCCGGCCTCCCCTCCCCTCTCCCCAAACAAACTCATGAACAACAACAACTCGTCCAATCCCAGCAACCTGTCTTCTTCCTGCATCCACATTAAACCCTCCAGCCTCAGTCCGGACCTCGACAAGAAGTCAGAGGACGGCAAAGACTCAGAGTCAGAGGGCAAGGAGGAGGGCGGAGGCAAGGGGGGCAAGCGGAAGGCCCGTAGGAACAGGACGACATTCACCAGCACGCAACTGGCCGCCCTCGAGAGGGTCTTCGAGAGGACCCACTACCCGGACGCCTTCGTGAGGGAGGAGCTCGCCAGGAGGGTCAGCCTCAGCGAGGCCAGGGTCCAGGTTTGGTTCCAAAACAGAAGGGCAAAATTCCGACGCAACGAACGTAACATGCTTGCCCAGAGGTCATCACTGTACGGCAGTCCGCGGATGGAGTCTTCAGGTCCCCTGGAGCAACCCATTGGCCCACGACCCACCTCCCTCAGTCCCGAGTACTTGGGCTGGCCCGGGGCAGGGGGCACTTACAGCCCAGTGGCCAGCTCTCCTGGCTACAACATGTCTCCCGCCGGAATGGGCACCTCGACCACCTCTTCCTCCAGCTGTGCGTACGCTGCTCAAGGTGTGTACTCGGCGGCACCTCCTTCGGTGGGGTCGAGCATTGCCACTCTAAGACTGAAAGCGCGTGAATATAATATGCAGCAACAATCCCACCACTACATGCCTCCCCACCACCACCAGATGGCTCAGTGA

HCR probes (B2 adapter):
CCTCGTAAATCCTCATCAaaAGGCATGTAGTGGTGGGATTGTTGC
TCACTGAGCCATCTGGTGGTGGTGGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaAGAGTGGCAATGCTCGACCCCACCG
ATATTATATTCACGCGCTTTCAGTCaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaCAGCGTACGCACAGCTGGAGGAAGA
GAGGTGCCGCCGAGTACACACCTTGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaCATGTTGTAGCCAGGAGAGCTGGCC
GGTCGAGGTGCCCATTCCGGCGGGAaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaCAGCCCAAGTACTCGGGACTGAGGG
GGGCTGTAAGTGCCCCCTGCCCCGGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaGGGGACCTGAAGACTCCATCCGCGG
TGGGTCGTGGGCCAATGGGTTGCTCaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaCATGTTACGTTCGTTGCGTCGGAAT
GCCGTACAGTGATGACCTCTGGGCAaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaACCCTGGCCTCGCTGAGGCTGACCC
GCCCTTCTGTTTTGGAACCAAACCTaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaCCGGGTAGTGGGTCCTCTCGAAGAC
TGGCGAGCTCCTCCCTCACGAAGGCaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaGAATGTCGTCCTGTTCCTACGGGCC
CTCGAGGGCGGCCAGTTGCGTGCTGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaCCTCTGACTCTGAGTCTTTGCCGTC
CCCCCTTGCCTCCGCCCTCCTCCTTaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaGCTGGAGGGTTTAATGTGGATGCAG
TGACTTCTTGTCGAGGTCCGGACTGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaTTGTTGTTGTTCATGAGTTTGTTTG
GAAGACAGGTTGCTGGGATTGGACGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaTGTCCAGTCTATCGGCCATCCTGTC
AGAGGGGAGGGGAGGCCGGGCTGGGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaAGAGGGAATCCTTTCGGAGGGGATC
CGGGATCCTGTCGGAGGGGATCCTGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaTGGGCCGAGCCCCCGGAGTGAGGCT
TCGGGCACCGTGTGCAGCAACATGCaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaGGGTTTGTTGAGGGCGTTGTAATGT
GTCCAGCAAGTGGCTCACCGAGAAGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaGGAGAGTAGTAAGCTGAGGCAATTC
AACTTGTGGTCGTAGTATGCCGCTGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaAGGCATGTAGTGGTGGGATTGTTGC
TCACTGAGCCATCTGGTGGTGGTGGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaAGAGTGGCAATGCTCGACCCCACCG
ATATTATATTCACGCGCTTTCAGTCaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaCAGCGTACGCACAGCTGGAGGAAGA
GAGGTGCCGCCGAGTACACACCTTGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaCATGTTGTAGCCAGGAGAGCTGGCC
GGTCGAGGTGCCCATTCCGGCGGGAaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaCAGCCCAAGTACTCGGGACTGAGGG
GGGCTGTAAGTGCCCCCTGCCCCGGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaGGGGACCTGAAGACTCCATCCGCGG
TGGGTCGTGGGCCAATGGGTTGCTCaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaCATGTTACGTTCGTTGCGTCGGAAT
GCCGTACAGTGATGACCTCTGGGCAaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaACCCTGGCCTCGCTGAGGCTGACCC
GCCCTTCTGTTTTGGAACCAAACCTaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaCCGGGTAGTGGGTCCTCTCGAAGAC
TGGCGAGCTCCTCCCTCACGAAGGCaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaGAATGTCGTCCTGTTCCTACGGGCC
CTCGAGGGCGGCCAGTTGCGTGCTGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaCCTCTGACTCTGAGTCTTTGCCGTC
CCCCCTTGCCTCCGCCCTCCTCCTTaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaGCTGGAGGGTTTAATGTGGATGCAG
TGACTTCTTGTCGAGGTCCGGACTGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaTTGTTGTTGTTCATGAGTTTGTTTG
GAAGACAGGTTGCTGGGATTGGACGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaTGTCCAGTCTATCGGCCATCCTGTC
AGAGGGGAGGGGAGGCCGGGCTGGGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaAGAGGGAATCCTTTCGGAGGGGATC
CGGGATCCTGTCGGAGGGGATCCTGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaTGGGCCGAGCCCCCGGAGTGAGGCT
TCGGGCACCGTGTGCAGCAACATGCaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaGGGTTTGTTGAGGGCGTTGTAATGT
GTCCAGCAAGTGGCTCACCGAGAAGaaATCATCCAGTAAACCGCC
CCTCGTAAATCCTCATCAaaGGAGAGTAGTAAGCTGAGGCAATTC
AACTTGTGGTCGTAGTATGCCGCTGaaATCATCCAGTAAACCGCC








GAGGAGGGCAGCAAACGGaaTCCATCAGCAATATTCGAGTCATAG
CTGTAGAACTTCTTGAGCTTTGGCGtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaCTCTCCAACTCCCCGGGCCTGTAAA
TGTGCAGGATTCAGATTCTGTAGGAtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTGGAAAGAAACGGCCAGGCTTAGTG
TCTGGGAGTGGTGCCAGCAGGTCTGtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTTAGGGTTAGGTCGTGTGGTTAAGG
AACCCTCCGAAACCACCGCCGACAAtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTGATCTGGGAACTGAGGCTGCTGAA
CCTGACAAGATGTAGACACAAGATTtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGCTGGCCACCCTTGTGAGGAGAGCA
GAGGGACCTGATGACTTGGCTGGGGtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGATACAATTGTAATTCCATCCCTCT
TCAGGGCCGTCTTCAGTAATACCTAtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTAACCCTTTCGTTTGGTTCACCATC
CAATTCCAGCCTCTCTATCAGTGTCtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTGGTCTTGATGCAGAGAATACATCC
TATGAGGATCAAGATTTGATTGGCTtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTTTGTTCGTCCGTCATTATAAAAGG
CGGGCGATTTCAATGCCATCTGCGAtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGAATCTCGTGTTTCTGTTGAAGTTG
ACCAAAGTCACTGAATATCACAAGAtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaCTAGGGAGAAAACCACCTCCAAGTC
AAAGGTCTTTTATGCTACCGGATGCtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaACTTCCAGGTTCACAGGCAACCTGC
AGAGCATGGTGCACCAGCTCTTGCCtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGTGAATTTAGGAGTCATGAACACTC
ACTTTGACGATCTCATTTTGTAGGTtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTCTCTTCTGCTATATCATAGGTGAT
TGGAACTTCCGGTGATGCCTCCTAGtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTGGCCACCCTGAGGGCTGATGCAAT
TCTGTCCATACTGAACCACATCCTGtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaCCCGATGACATCGATAAAGCCGAGG
TGTCTGACTTCCGTTGTACCGCTGCtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTTTTCCCTTTTCTTCAATGCTGCCT
GAATGTTTTCAAGAGTTCAAAATTTtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaCCAAAACACTGTCTTGGCGGTGAAG
CTATCCATCACTAGAATAACATCAGtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaCACATTGGCTGGCAGCCGTGACTAC
CTACAGGTCTGGCTTGTTGTGTTTGtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTTCAACCTTTCTTCCTTGATGTCAC
CGATCGGAAGGAGAGGAACCCAATCtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaCGTTACTCTCTAGCGTATCAGCTTC
TCACACCAATCATAATACGTGTGATtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaCTGGCCATCTGTTACCATGACAACA
GATTTCTTGGCCAATTTCCTGTGTCtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaAACATCCTCATCGCAACTCTCAAGG
CTGTAGGATGGATTCCTAGCTCCTTtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGCTCTGCATTCCTTATCGCTGCGAT
CGGCTTCGTTGGTATATCCGTTCACtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTGCAACAATCACTTCTTGAGGCCTA
GTCCTTGATACTTCCTGAGGCATCCtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaCCGGACTCCAAAAGATGTTTGAACC
GCTTCGAGATCATGTTCGTCTGGTAtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGGTTGCAAAATCAATTTTATCACTG
TTTATCACTTCCGACCAACTTCTCCtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGCGAGCTTTCCTGAGGGCATCTGCG
GGAACGATTGCTTCCTTGGAGCATTtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaCTCCTGGCCCACCAGTGCCGCCACC
CAAAAACAACATCTCTTTCACAGGGtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGTTGAAACGTCCATTAGGAAATCCC
TCCTCGGACATGACATTTCTTCCTCtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTAATGCTAGCATCATACATACGCTC
CAACCGATCCAAGGACTCCCACGGTtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaCTGACATTGTTGGCTCGTGGTGGAC
TCCGACACAACAATGATGACCGTTTtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaCATGTTTGTCTGTCCGCCAAGGTTT
TTTTTCTACCTCCTCCAGGCCGGCGtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGGACGAGACCAAACCGCAATCCGGC
ATGTGATGACCCCTATGTCTCGGAAtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaAATCAGTGCTGGACCTGCATCTGTC
TTCCGGATGAGTCCAGAACAAAGATtaGAAGAGTCTTCCTTTACG







GAGGAGGGCAGCAAACGGaaATCCATGGCTGGCTCTTCATGAAGC
TTACAAGTAATACAAACGGTCGGCCtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGCGTATTGGCAAGGAGCCGGCACAC
TGGCCAACGAGGAAGGCCATCTTGTtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaCCAGACCACGTTGTAGTGAGTTGGA
CTTGTCTGGTCCTAGGGAGTTGCTGtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaACCACGAAGAAATCGTACCATTCAG
ACTGTTCCTTGGCGCACTGACTGTGtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTTTGTGGTACTCCTTCAGGGCACCA
GATCCTCTGGGGCAGGGCTTGATTCtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTCCTGGTGTTGATGCTGGAAGCAGC
GCACACACGCGCAGTCCATCCAGCAtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTCATGGACGCCACGAAAGCACCCAC
GAGAGTAGTATCGAGTCAAGCTCTGtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGCTGTCCACGCCCACCACCATCAGG
GCGACCCTTCTGCTTGGAGTCGTGGtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTCTCCTCCCAACTTGCAGTTGATCT
TTCAAAGGGATCTCCAGGGCCCAAAtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGTTGATGCAGCAGAGCTTCTTGATA
AAGCACCATCTGAGAGGGAACTGGAtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaAGGATACATAGCACCAGCTGAGTCT
TCATATCGGTCCTTCTTGTTTGAGGtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGGAAAGTGTTGTTGTTCTCATCACG
CGTTCAGTGCTTGTTTGATGGCACTtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGGAATTCCATGGCAACTTGTTCGTT
GGGGGCCGACCCTCTTCAGATTGGTtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaCAGAGGCACACAGCTGATCAGTGGC
TCCTGTGTGGACCATGATCCAGTTCtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTCCGCCTGCTTGTAGCTGAAGCGTT
CCACGCATCTCCCTCGACCAATCGGtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaACACTCGGCCACCCACTTGGACCAC
TGCCCTGGCAGATGTTCTCAGGGGGtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaCAGCTCCTTCACTGCCTGCTCATTT
TGGCGAGAACTTCAAGCCCCATCCCtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTCTCTTATTCTGGCTTCAGGGTCCA
GCAATCTTTTTCCTGAAGGTGTCCAtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaCATTGAAGTCGGCCCTGACGTCATC
GCGTCTGGGCAGACACATCTCTCATtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaAATGAGCAGGATGTCGCCCTGGATG
GAGTCCCGTCAATGTGCAGAGCTCTtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGATACAAGCAGGGGCTGGTCCTTGT
CGTCGGATGTCCTTCTTCTTTGGCCtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaAATACTTGAAGAAAGAGATTTTGCT
TGATTTTGTGGTTGTGGTGCTCTTCtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGTTCATTTGCCAGTTGATGTCGTCC
ATCTCGGGTGTCAAATTCAGAGGCTtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaAGAACAATTTCGCCGACTAATTTGC
CTGTAGGTTTTGTTGTTGTACCTTGtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGCGACCTGTGGAGGTCGTACATAAT
CAGCAGCATCATGGAAACCATCGCGtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGTGGGAGATCTCTGCACAAAGGAGG
CAGGACGGTGTCGGAACGCATGATCtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGACAGAAGAAATGACGACCGACTTG
GCCTTTCGATCGTCACTGCTTCGGCtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGAATATGATGTTGTAAACGTGAATA
CATGTCAATCATCTTCAATACTCGGtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGTTAACTTGATCGTGATCTGTATGA
GTGGGGTCAGATGGGGGCAATTCGTtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaCAGTCACTGGATTGGGCATTTTGAT
TGCCATCTCGTTTGGTGCCAGTCAGtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTCGGACGGGTCCCAAGTGAGAAGAC
CAGGAAGAGGACACCCCCGTCATACtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTTGCTCTCAACCTCAGGGGCGAACG
TCCTTGATGAGGCGCATCCTCGTGCtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGCTTGCTCTCCAACTTGAAGTAGTT
CGTGGTATTGATACAGGTGCCAGTCtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaACCAACTTTGCTAAGGAGCTCAGCA
CAGCAGCTGCACAGCAGTTCCATGTtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaTGAGGTGCCCGGCGTCCCCGGTCGT
CTGGTCCTTGGCTCGATATACCTCAtaGAAGAGTCTTCCTTTACG
GAGGAGGGCAGCAAACGGaaGGGCAGCCGAGTCGCCCGCTCCTCC
CAGCCGTGTCTCCTGGCCGAGGGGCtaGAAGAGTCTTCCTTTACG


