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	Version name
	Strain number
	Comment
	Details

	yeast_chr13_3_39
	NA
	Original design sequence
	Final design by BioStudio

	yeast_chr13_3_40
	NA
	Updated design sequence
	Swapped two genes of TAG to TAA (YML094W, YML067C and YML036W)

	yeast_chr13_9_01
	Ycz019
	synXIII draft strain, with 2 TAG stop codons, 8 loxPsym sites missing, 1 wild-type PCRTags, 33 point mutations causing amino acid changes
	Missing loxPsym sites: 487518-487551, 497047-497080, 498291-498324, 500235-500268, 617417-617450, 618296-618329, 620799-620832, 627979-628012
Remaining TAG stop codons: 487555 T->C, 620794 A->G
Wild-type PCRTags: 487816-487843 YMR127C_262_synF
Point mutations that cause amino acid changes: 26784 T->G, 53879 A->AT, 58369 G->A, 77442 G->C, 83919 G->A, 169218 A->T, 271858 G->A, 315061 C->T, 356774 C->A, 358110 AG->A, 444009 A->G, 507646 G->A, 516425 A->C, 550509 A->C, 565478 T->C, 565687 AA->GT, 565700 TT->GC, 565707 C->T, 565711 T->A, 565881 A->C, 572396 A->G, 598032 T->C, 598035 C->T, 610568 A->C, 696983 G->T, 734037 G->A, 776794 A->T, 780196 T->C, 798114 G->T, 807495 T->G, 828902 C->T, 829533 G->T, 849647 G->T

	yeast_chr13_9_2
	Ycz020
	Repaired one missing loxPsym sites, one TAG stop codons and  one wild-type PCRTags in yeast_chr13_9_01
	Missing loxPsym sites: 497047-497080, 498291-498324, 500235-500268, 617417-617450, 618296-618329, 620799-620832, 627979-628012
Remaining TAG stop codons: 620794 A->G
Point mutations that cause amino acid changes: 26784 T->G, 53879 A->AT, 58369 G->A, 77442 G->C, 83919 G->A, 169218 A->T, 271858 G->A, 315061 C->T, 356774 C->A, 358110 AG->A, 444009 A->G, 507646 G->A, 516425 A->C, 550509 A->C, 565478 T->C, 565687 AA->GT, 565700 TT->GC, 565707 C->T, 565711 T->A, 565881 A->C, 572396 A->G, 598032 T->C, 598035 C->T, 610568 A->C, 696983 G->T, 734037 G->A, 776794 A->T, 780196 T->C, 798114 G->T, 807495 T->G, 828902 C->T, 829533 G->T, 849647 G->T


 







