Supplementary Data 2. Proteins enriched on detyrosinated microtubules in

mitosis

Protein Description

VASH1/2 KO/ TTL
KO abundance

ratio
High mobility group protein HMGI-C OS=Homo sapiens 0.352
OX=9606 GN=HMGA2 PE=1 SV=1
Myosin-9 OS=Homo sapiens OX=9606 GN=MYH9 PE=1 0.360
Sv=4
Serine/arginine-rich splicing factor 2 OS=Homo sapiens 0.362
OX=9606 GN=SRSF2 PE=1 SV=4
Sororin OS=Homo sapiens OX=9606 GN=CDCAS5 PE=1 0.409
Sv=1
CLIP-associating protein 2 OS=Homo sapiens OX=9606 0.470
GN=CLASP2 PE=1 SV=3
Myosin-10 OS=Homo sapiens OX=9606 GN=MYH10 PE=1 0.487
Sv=3
Transforming acidic coiled-coil-containing protein 3 0.517
OS=Homo sapiens OX=9606 GN=TACC3 PE=1 Sv=1
Cell division cycle protein 16 homolog OS=Homo sapiens 0.529
0OX=9606 GN=CDC16 PE=1 SV=2
Prelamin-A/C OS=Homo sapiens OX=9606 GN=LMNA 0.536
PE=1 SV=1
Telomeric repeat-binding factor 2 OS=Homo sapiens 0.546
0OX=9606 GN=TERF2 PE=1 SV=3
DNA ligase 3 OS=Homo sapiens OX=9606 GN=LIG3 PE=1 0.554
Sv=2
Integrin-linked protein kinase OS=Homo sapiens OX=9606 0.560
GN=ILK PE=1 SV=2
Barrier-to-autointegration factor OS=Homo sapiens 0.561
0OX=9606 GN=BANF1 PE=1 SV=1
Cell division cycle protein 23 homolog OS=Homo sapiens 0.562
OX=9606 GN=CDC23 PE=1 SV=3
Anillin OS=Homo sapiens OX=9606 GN=ANLN PE=1 SV=2 0.574
Inosine-5'-monophosphate dehydrogenase 2 OS=Homo 0.582
sapiens OX=9606 GN=IMPDH2 PE=1 SV=2
Dynein light chain Tctex-type 3 OS=Homo sapiens 0.591
0OX=9606 GN=DYNLT3 PE=1 SV=1
Proline/serine-rich coiled-coil protein 1 OS=Homo sapiens 0.600
0OX=9606 GN=PSRC1 PE=1 SV=1
Protein PML OS=Homo sapiens OX=9606 GN=PML PE=1 0.604
Sv=3
Mortality factor 4-like protein 1 OS=Homo sapiens OX=9606 0.609
GN=MORF4L1 PE=1 SV=2
Bystin OS=Homo sapiens OX=9606 GN=BYSL PE=1 SV=3 0.609
Centromere protein F OS=Homo sapiens OX=9606 0.612
GN=CENPF PE=1 SV=3
DNA-dependent protein kinase catalytic subunit OS=Homo 0.614

sapiens OX=9606 GN=PRKDC PE=1 SV=3




X-ray repair cross-complementing protein 5 OS=Homo 0.621
sapiens OX=9606 GN=XRCC5 PE=1 SV=3

Replication protein A 32 kDa subunit OS=Homo sapiens 0.637
0OX=9606 GN=RPA2 PE=1 SV=1

SWI/SNF-related matrix-associated actin-dependent 0.640
regulator of chromatin subfamily B member 1 OS=Homo

sapiens OX=9606 GN=SMARCB1 PE=1 SV=2

Mediator of DNA damage checkpoint protein 1 OS=Homo 0.647
sapiens OX=9606 GN=MDC1 PE=1 SV=3

Anaphase-promoting complex subunit 5 OS=Homo sapiens 0.648
0X=9606 GN=ANAPC5 PE=1 SV=2

Cytoskeleton-associated protein 5 OS=Homo sapiens 0.651
0OX=9606 GN=CKAP5 PE=1 SV=3

Centrin-2 OS=Homo sapiens OX=9606 GN=CETN2 PE=1 0.652
Sv=1

Kinesin-like protein KIF18B OS=Homo sapiens OX=9606 0.654

GN=KIF18B PE=1 SV=4




