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9JK6 [https://doi.org/10.2210/pdb9JK6/pdb], 9JK7 [https://doi.org/10.2210/pdb9JK7/pdb], 9JK8 [https://doi.org/10.2210/pdb9JK8/pdb], 9JK9 [https://
doi.org/10.2210/pdb9JK9/pdb], and 9JKA [https://doi.org/10.2210/pdb9JKA/pdb]. The previously published structure utilized for analysis in this study can be
accessed in the Protein Data Bank under accession code 7CHQ [https://doi.org/10.2210/pdb7CHQ/pdb].
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Statistical methods were not used to determine sample size. The data size for cryo-EM experiments was determined by the availability of

microscope time and the particle density on the grids. Sufficient cryo-EM data were collected to achieve the reported resolution of 3D

reconstructions. For functional experiments, the sample size was at least three, adhering to common practice in the field and striking a

reasonable balance between statistical robustness and practicality.

Cryo-EM data processing involved removing poor-quality particle images to achieve high-resolution 3D reconstructions through established

classification procedures.

Biochemical experiments, including protein purification and SDS-PAGE analyses, were conducted at least three times. Despite some degree of

variability in protein yield, the profiles of chromatography and SDS-PAGE were reproducible. Functional experiments were also repeated at

least three times with independent samples, consistently yielding comparable results and reaffirming the reproducibility.

Randomization was not used in this study as the specific types of experiments conducted do not necessitate it; they are not influenced by the

sample allocation processes common in other research methods.

Blinding was not used in this study as subjective analysis was not needed. Each experiment was analyzed using consistent methods.

Quantitative measurements using various approaches as described in the methods minimized biased assessment.




