Description of Additional Supplementary Files
Supplementary Data 1. The Sanger sequencing results for the knockout mutants of PUL34S_1, PUL34S_2, and PUL34M have been analyzed. The sequencing data confirms the successful disruption of the target genes in each mutant strain.
Supplementary Data 2. The structural files used for alignment and molecular docking in this study are: “GH26_BfDA347.pdb”, “GH26_BuDA183.pdb”, and “GH26_BoATCC8483.pdb”. The alignment results are presented in the files “GH26_BfDA347-GH26_BoATCC8483_alignment.pse” and “GH26_BuDA183-GH26_BoATCC8483_alignment.pse”.
Supplementary Data 3. The molecular docking results of wild-type GH26_BuDA183 with five well-defined substrates.
Supplementary Data 4. The ChemDraw files for the schematic depicted in Figure 2A are provided.

