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Research involving human participants, their data, or biological material
Policy information about studies with human participants or human data. See also policy information about sex, gender (identity/presentation),
and sexual orientation and race, ethnicity and racism.
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Anderson et al. (https://github.com/almaan/her2st); (2) Human cutaneous squamous cell carcinoma reported in Ji et al. (https://www.ncbi.nlm.nih.gov/geo/query/
acc.cgi?acc=GSE144240); (3) TCGA-BRCA data was requested using the TCGAbiolinks package, clinical information from Broad GDAC Firehose (http://
gdac.broadinstitute.org/); (4) 10x Visium Human Breast Cancer (Visium-HER2+) Block A Section 1 and Section 2 were downloaded from (https://
www.10xgenomics.com/datasets/human-breast-cancer-block-a-section-1-1-standard-1-1-0) and (https://www.10xgenomics.com/datasets/human-breast-cancer-
block-a-section-2-1-standard-1-1-0); (5) 10x Visium Whole Transcriptome Human Breast Cancer (Visium-Hercep-Test2+) was downloaded from (https://
www.10xgenomics.com/datasets/human-breast-cancer-visium-fresh-frozen-whole-transcriptome-1-standard); (6) The 10x Visium Human Healthy Kidney (Visium-
Kidney) dataset was downloaded from (https://www.10xgenomics.com/datasets/human-kidney-11-mm-capture-area-ffpe-2-standard). Source data are provided
with this paper.
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Our study consists 36 samples of HER2+ breast tissue sections from 8 patients, 12 samples of CSCC from 4 patients, and 671 images from

TCGA-BRCA, two adjacent slides from a HER2+ breast cancer patient (Visium-HER2+), one slide from a Hercep-Test2+ breast cancer patient
(Visium-Hercep-Test2+) and one kidney healthy tissue from a patient (Visium-Kidney).

We only considered TCGA-BRCA images that had one associated RNA-Seq entry and were either stage I, stage III, or stage IIA due to storage

limitations.

The benchmarking study was conducted on 6 datasets to ensure robustness of results.

This is not applicable to our study because we do not have experimental groups.

This is not applicable to our study because we do not have experimental groups.




