Description of Additional Supplementary Files:

Supplementary Data 1: Metadata
Metadata of patients and biological samples from the ADRC cohort used for the single-cell
profiling.

Supplementary Data 2: DEGs of the PBMC data
Statistics for the differentially expression analysis per cell type, comparison and sex.

Supplementary Data 3: Pathway Analysis of the PBMC data
Significantly enriched or depleted pathways for each cell-type and comparison.

Supplementary Data 4: DEGs of the ZEBRA Brain data
Significantly de-regulated genes in the brain data from the ZEBRA dataset.

Supplementary Data 5: DEGs of the ROSMAP Brain data
Significantly de-regulated genes in the brain data from the ROSMAP dataset.

Supplementary Data 6: Pathway Analysis of the ZEBRA Brain data
Result of the pathway analysis for the brain cells of the ZEBRA dataset split by sex.

Supplementary Data 7: Pathway Analysis of the ROSMAP Brain data
Result of the pathway analysis for the brain cells of the ROSMAP dataset split by sex.

Supplementary Data 8: Random Forest Feature Selection
Detailed results of the Random Forest Feature Selection described in Supplementary Note 1.



