Source Data for Figure 1 can be found in Zenodo1 by subsetting the data using only the species that have mean plasma glucose concentration data, and: for panel A, only birds, mammals, and reptiles; for panel B, only the species that are present in the phylogenetic tree (Phylogenetic tree.rtf file in Zenodo1) and only mammals that have malignancy prevalence across tissues data; for panel C, only the species that are present in the phylogenetic tree (Phylogenetic tree.rtf file in Zenodo1) and only birds that have malignancy prevalence across tissues data; for panel D, only species that are present in the phylogenetic tree (Phylogenetic tree file inside Zenodo1) and only reptiles that have malignancy prevalence across tissues data.
Source Data for Figure 2 can be found in Zenodo1 by subsetting the data using only the species that are present in the phylogenetic tree (Phylogenetic tree.rtf file in Zenodo1), only the species that have mean plasma glucose concentration data, and: for panel A, only the species that have trophic level data, and removing trophic levels that have fewer than 10 species; for panel B, only the species with over 10% of their diet being fruit for the fruit analysis, only the species with over 10% of their diet being plants for the plant analysis, only the species with over 10% of their diet being invertebrates for the invertebrate analysis, only the species with over 10% of their diet being seeds for the seed analysis, and only the species with over 10% of their diet being endotherms for the endotherm analysis; for panel C, only the species with over 10% of their diet being plant-based for the plant-based analysis, and only the species with over 10% of their diet being animal-based for the animal-based analysis; and for panel D, only the species that have diet type data.
Source Data for Figure 3 can be found in Zenodo1 by subsetting the data using only species that are present in the phylogenetic tree (Phylogenetic tree.rtf file in Zenodo1), only species that have malignancy prevalence across tissues data, mean plasma glucose concentration data, and: for panel A, only the species that have trophic level data, and removing trophic levels that have fewer than 10 species; for panel B, only species with over 10% of their diet being fruit for the fruit analysis, only species with over 10% of their diet being plants for the plant analysis, only species with over 10% of their diet being invertebrates for the invertebrate analysis, only species with over 10% of their diet being seeds for the seed analysis, and only species with over 10% of their diet being endotherms for the endotherm analysis; for panel C, only the species with over 10% of their diet being plant-based for the plant-based analysis, and only the species with over 10% of their diet being animal-based for the animal-based analysis; and for panel D, only the species that have diet type data.
Source Data for Figure 4 can be found in Zenodo1 by subsetting the data using only species that are present in the phylogenetic tree (Phylogenetic tree.rtf file in Zenodo1), only species that have gastrointestinal malignancy prevalence data, mean plasma glucose concentration data, and: for panel A, only the species that have trophic level data, and removing trophic levels that have fewer than 10 species; for panel B, only species with over 10% of their diet being fruit for the fruit analysis, only species with over 10% of their diet being plants for the plant analysis, only species with over 10% of their diet being invertebrates for the invertebrate analysis, and only species with over 10% of their diet being endotherms for the endotherm analysis; for panel C, only the species with over 10% of their diet being plant-based for the plant-based analysis, and only the species with over 10% of their diet being animal-based for the animal-based analysis; and for panel D, only the species that have diet type data.
Source Data for Supplementary Figure 1 can be found in Zenodo1 by subsetting the data using only the species that are present in the phylogenetic tree (Phylogenetic tree.rtf file in Zenodo1), only the species that have mean plasma glucose concentration data, and: for panel A, only species that have malignancy prevalence across tissues data; for panel B, only species that have neoplasia prevalence across tissues data; for panel C, only species that have gastrointestinal malignancy prevalence data; for panel D, only species that have gastrointestinal neoplasia prevalence data; for panel E, only species that have non-gastrointestinal malignancy prevalence data; for panel F, only species that have non-gastrointestinal neoplasia prevalence data.
Source Data for Supplementary Figure 2 can be found in Zenodo1 by subsetting the data using only the species that are present in the phylogenetic tree (Phylogenetic tree.rtf file in Zenodo1), only mammals that have mean plasma glucose concentration data, and: for panel A, only species that have neoplasia prevalence across tissues data; for panel B, only species that have gastrointestinal malignancy prevalence data; for panel C, only species that have gastrointestinal neoplasia prevalence data; for panel D, only species that have non-gastrointestinal malignancy prevalence data; and for panel E, only species that have non-gastrointestinal neoplasia prevalence data.
Source Data for Supplementary Figure 3 can be found in Zenodo1 by subsetting the data using only the species that are present in the phylogenetic tree (Phylogenetic tree.rtf file in Zenodo1), only birds that have mean plasma glucose concentration data, and: for panel A, only species that have neoplasia prevalence across tissues data; for panel B, only species that have gastrointestinal malignancy prevalence data; for panel C, only species that have gastrointestinal neoplasia prevalence data; for panel D, only species that have non-gastrointestinal malignancy prevalence data; and for panel E, only species that have non-gastrointestinal neoplasia prevalence data.
Source Data for Supplementary Figure 4 can be found in Zenodo1 by subsetting the data using only the species that are present in the phylogenetic tree (Phylogenetic tree.rtf file in Zenodo1), only reptiles that have mean plasma glucose concentration data, and: for panel A, only species that have neoplasia prevalence across tissues data; for panel B, only species that have gastrointestinal malignancy prevalence data; for panel C, only species that have gastrointestinal neoplasia prevalence data; for panel D, only species that have non-gastrointestinal malignancy prevalence data; and for panel E, only species that have non-gastrointestinal neoplasia prevalence data.
Source Data for Supplementary Figure 5 can be found in Zenodo1 by subsetting the data by using only the species that are present in the phylogenetic tree (Phylogenetic tree.rtf file in Zenodo1), only species that have mean plasma glucose concentration data, and: for panel A, only species that have neoplasia prevalence across tissues data, and only species with over 10% of their diet being fruit for the fruit analysis, only species with over 10% of their diet being plants for the plant analysis, only species with over 10% of their diet being invertebrates for the invertebrate analysis, only species with over 10% of their diet being seeds for the seed analysis, and only species with over 10% of their diet being endotherms for the endotherm analysis; for panel B, only species that have gastrointestinal neoplasia prevalence data, only species with over 10% of their diet being fruit for the fruit analysis, only species with over 10% of their diet being plants for the plant analysis, only species with over 10% of their diet being invertebrates for the invertebrate analysis, and only species with over 10% of their diet being endotherms for the endotherm analysis; for panel C, only species that have non-gastrointestinal malignancy prevalence data, only species with over 10% of their diet being fruit for the fruit analysis, only species with over 10% of their diet being plants for the plant analysis, only species with over 10% of their diet being invertebrates for the invertebrate analysis, and only species with over 10% of their diet being seeds for the seed analysis; and for panel D, only species that have non-gastrointestinal neoplasia prevalence data, only species with over 10% of their diet being fruit for the fruit analysis, only species with over 10% of their diet being plants for the plant analysis, only species with over 10% of their diet being invertebrates for the invertebrate analysis, and only species with over 10% of their diet being seeds for the seed analysis.
Source Data for Supplementary Figure 6 can be found in Zenodo1 by subsetting the data using only the species that are present in the phylogenetic tree (Phylogenetic tree.rtf file in Zenodo1), only the species with over 10% of their diet being plant-based for the plant-based analysis, and only the species with over 10% of their diet being animal-based for the animal-based analysis, and: for panel A, only species that have neoplasia prevalence across tissues data; for panel B, only species that have gastrointestinal neoplasia prevalence data; for panel C, only species that have non-gastrointestinal malignancy prevalence data; for panel D, only species that have non-gastrointestinal neoplasia prevalence data.
Source Data for Supplementary Figure 7 can be found in Zenodo1 by subsetting the data using only the species that are present in the phylogenetic tree (Phylogenetic tree.rtf file in Zenodo1), only the species that have diet type data, and: for panel A, only species that have neoplasia prevalence across tissues data; for panel B, only species that have gastrointestinal neoplasia prevalence data; for panel C, only species that have non-gastrointestinal malignancy prevalence data; for panel D, only species that have non-gastrointestinal neoplasia prevalence data.
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