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Research involving human participants, their data, or biological material
Policy information about studies with human participants or human data. See also policy information about sex, gender (identity/presentation),
and sexual orientation and race, ethnicity and racism.

Reporting on sex and gender

Reporting on race, ethnicity, or
other socially relevant groupings

Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences

For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

Materials & experimental systems

n/a Involved in the study

Antibodies

Eukaryotic cell lines

Palaeontology and archaeology

Animals and other organisms

Clinical data

Dual use research of concern

Plants

Methods

n/a Involved in the study

ChIP-seq

Flow cytometry

MRI-based neuroimaging

Gender information was collected on self-report, and gender was taken as a covariate in this study.

We do not have access to race, ethnicity, or other socially relevant groupings information in the study.

Age was included as a covariate in the data analysis.

Participants were recruited from a broad geographic region surrounding the San Francisco Bay Area through flyers.

Institutional Review Board of Stanford University

The sample size is determined based on samples from previous neuroimaging studies in children with and without ADHD and the effect is size
is computed based on brain-behavior correlation analysis from previous studies using stop-signal tasks.

Participants were excluded in the analysis if mean frame displacement were greater than 0.5mm and/or maximum displacement exceeded
5mm in either run. Participants with less than 75% accuracy on Go trials, or with greater than 75% or less than 25% accuracy on the Stop
trials, or with longer RT in unsuccessful stop trials than go trials were excluded from further analysis to ensure accurate estimation of the
SSRT.

The role of frontoparietal network and salience network in cognitive control were replicated by whole-brain searchlight and ROI-based
analyses.

The experimental groups are children with and without ADHD. There is no randomization issue.

Blinding is not feasible because the experimental groups, children with and without ADHD, must be identified prior to their participation in the
study.
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Novel plant genotypes

Seed stocks

Authentication

Plants

Magnetic resonance imaging

Experimental design

Design type

Design specifications

Behavioral performance measures

Acquisition
Imaging type(s)

Field strength

Sequence & imaging parameters

Area of acquisition

Diffusion MRI Used Not used

Preprocessing

Preprocessing software

Normalization

Normalization template

Noise and artifact removal

Volume censoring

Statistical modeling & inference

Model type and settings

Effect(s) tested

Specify type of analysis: Whole brain ROI-based Both

Anatomical location(s)

Statistic type for inference

(See Eklund et al. 2016)

Correction

Describe the methods by which all novel plant genotypes were produced. This includes those generated by transgenic approaches, 
gene editing, chemical/radiation-based mutagenesis and hybridization. For transgenic lines, describe the transformation method, the 
number of independent lines analyzed and the generation upon which experiments were performed. For gene-edited lines, describe 
the editor used, the endogenous sequence targeted for editing, the targeting guide RNA sequence (if applicable) and how the editor 
was applied.

Report on the source of all seed stocks or other plant material used. If applicable, state the seed stock centre and catalogue number. If 
plant specimens were collected from the field, describe the collection location, date and sampling procedures.

Describe any authentication procedures for each seed stock used or novel genotype generated. Describe any experiments used to 
assess the effect of a mutation and, where applicable, how potential secondary effects (e.g. second site T-DNA insertions, mosiacism, 
off-target gene editing) were examined.

event-related design

Each participant completes two runs of the cued stop-signal task and each run includes 80 trials.

Button press and response time was recorded in the experiment. The RACE mode was used to compute stop-signal
reaction time (SSRT).

functional

3T

multiband gradient-echo planar imaging with the following parameters: TR=490ms; TE=30ms; flip angle=45°,
FOV=22.2cm, matrix=74x74 and in-plane resolution=3mm.

32-channel head coil

SPM12

non-linear normalization was applied on nifti format data

MNI152 2mm template was used.

head motion was regressed out.

visual inspection

representational similarity analysis; Spearman's correlation was used for examining brain-behavior relationship.

Successful Stop versus Uncertain Go trials and Uncertain Go versus Certain Go trials are the main interests in the current
study.

ROIs were selected using coordinates from previous meta-analysis of inhibitory control.

FSL randomise, p<0.05 TFCE corrected.

FDR corrected.




