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Randomization
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Data required to regenerate the figures are available via: https://github.com/SashaEremina/clock_noise

Data has also been deposited at Figshare: https://doi.org/10.6084/m9.figshare.28236155 and is publicly available as of the date of publication.
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No pre-determined sample size was calculated. Sample sizes are similar or larger than previous single cell cyanobacterial work on agarose
pads, which are in our experience are sufficient to calculate statistics for clock robustness.

Filamentous and non-growing cells - rare in both cases - were excluded from data analysis.

All experiments (except Fig.S6.2A) include data from at least two different feeding channels (replicates). If only one feeding channel was

imaged, a separate experiment was set up. In Fig.S6.2A only one feeding channel was usable; however, a large sample size (n=145 mother

cells) helped to ensure reproducibility of our data.

Standard randomisation procedures were not directly applicable or required for this study, as we did not have distinct experimental groups
requiring random allocation.

Data analysis was blinded, with segmentation and tracking done on blinded cells. Strain identity was only recorded as the last

step of the pipeline.




