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All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy
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Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

The summary statistics data generated in this study are provided in the Supplementary Information file. The Taiwan Biobank genetic data are available under
restricted access for privacy policy reasons, access can be obtained by submitting a request to the Taiwan Biobank at biobank@gate.sinica.edu.tw.

In this study, we performed both sex-stratified and sex-differentiated analyses.

The Taiwan Biobank recruited individuals from the general Taiwanese population.

Inclusion criteria encompassed individuals aged 30 to 70 years, self-identified as Taiwanese descendants, and capable of
performing daily activities independently at the time of recruitment.

The Taiwan Biobank recruited individuals from the general Taiwanese population across Taiwan between 2013 and 2022,
gathering specimens and pertinent data through recruitment centers.

The Institutional Review Board of Taipei Veterans General Hospital (approval number: 2023-04-007CC#1)

The study cohort comprised 147,880 Taiwanese subjects from the Taiwan Biobank. Following individual quality control, there were 136,735
subjects having TyG index phenotypic data and 138,303 subjects having the TG:HDL-C ratio and the log(TG:HDL-C) ratio phenotypic data.

Exclusion criteria pertained to individuals with a history of cancer or non-Taiwanese residency.

Most software utilized in this study is publicly available.

Randomization was not applicable to our study as it did not involve experimental groups.

Blinding was not employed in our study due to the absence of group allocation.




