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Supplementary Data 1. Data of IDH-Wildtype Glioma Patients Including Radiomics, Whole-Slide Images (WSIs), and Clinical Characteristics.

Supplementary Data 2. Eleven Algorithms for Intermediate Integration in Multimodal Analysis.

Supplementary Data 3. Cluster Prediction Index (CPI) and GAP Statistic for Variable Combinations in Multimodal Analysis.

[bookmark: OLE_LINK182][bookmark: OLE_LINK30]Supplementary Data 4. Functional Enrichment Results via Over-Representation Analysis (ORA; Statistical test: Fisher's exact test), Gene-Set Enrichment Analysis (GSEA; Statistical test: Permutation test with Kolmogorov-Smirnov statistic), and Single-Sample Gene-Set Testing (ssGST; Statistical test: Wilcoxon test) for MOFS Subtypes, based on transcriptomic and proteomic data.

Supplementary Data 5. Multivariable Cox Regression Analysis for MOFS subtypes.

Supplementary Data 6. Mutation Frequency and Survival Analysis of High-Frequency Genes (Mutation Rate > 5%) in MOFS Subtypes.

Supplementary Data 7. CNV Summary and Survival Analysis of 1,023 Subtype-Specific Functional CNV Genes.

Supplementary Data 8. Immunohistochemical quantitative results of STRAP and S100A4.

Supplementary Data 9. Enrichment results of STRAP. Statistical test: Fisher's exact test.

Supplementary Data 10. Radiomics Features for Developing Neural Network Model.


