Description of Additional Supplementary Files
File Name: Supplementary Data 1
Description: Patient demographics and tumour characteristics.

File Name: Supplementary Data 2
Description: Post-operative treatment and radiological details.

File Name: Supplementary Data 3
Description: Pathogenic germline mutations detected across 393 patients with glioma.

File Name: Supplementary Data 4
Description: Association testing of clinical and genomic features by Kruskal-wallis test.

File Name: Supplementary Data 5
Description: Arm-level copy number gains and deletion.

File Name: Supplementary Data 6
Description: Identified protein-coding driver genes.

File Name: Supplementary Data 7
Description: Frequency of driver gene mutations across glioma subtypes.

File Name: Supplementary Data 8
Description: Frequency of recurrent driver mutations across glioma subtypes.

File Name: Supplementary Data 9
Description: Oncogenic clonal and subclonal candidate driver gene mutation counts across tumour cohorts.

File Name: Supplementary Data 10
Description: Overlap of driver mutations with "second hit" copy number events.

File Name: Supplementary Data 11
Description: Coding driver mutations not catalogued by COSMIC and OncoKB, with data on efficacy and selectivity from shinyDepMap and on druggability from canSAR.

File Name: Supplementary Data 12
Description: Non-coding elements identified by OncodriveFML as significantly enriched for mutations of high functional impact.

File Name: Supplementary Data 13
Description: Non-canonical TERT promoter mutations.

File Name: Supplementary Data 14
Description: Counts of TERT and ATRX mutation carriers by glioma subtype.

File Name: Supplementary Data 15
Description: Summary of significant associations with overall survival across glioma subtypes.

File Name: Supplementary Data 16
Description: Association testing of clinical and genomic features by fisher's exact test.

File Name: Supplementary Data 17
Description: Focal copy number gains (AMP) and deletions (DEL).

File Name: Supplementary Data 18
Description: Structural variant hotspots.

File Name: Supplementary Data 19
Description: Association between recurrent SVs and SV signature activities.

File Name: Supplementary Data 20
Description: Extrachromosomal DNA (ecDNA) detected across glioma subtypes and its contribution to common oncogene amplification.

File Name: Supplementary Data 21
Description: Association between copy number (CN) profiles and driver mutations.

File Name: Supplementary Data 22
Description: Decomposition of de novo SBS, DBS and ID signatures to COSMIC.

File Name: Supplementary Data 23
Description: Clinical and genomic characteristics of tumours exhibiting combined MMR and POLE deficiency.

File Name: Supplementary Data 24
Description: Association testing of clinical and genomic features by Spearman's rank correlation test.

File Name: Supplementary Data 25
Description: Summary of telomere content across glioma subtypes.

File Name: Supplementary Data 26
Description: Summary of neoantigens and immune escape mechanisms across glioma subtypes.

File Name: Supplementary Data 27
Description: Survival analysis of clinical and genomic features by cox's proportional hazards.

File Name: Supplementary Data 28
Description: Summary of signifiant clinicogenomic associations between binary/categorical variables across glioma subtypes.

File Name: Supplementary Data 29
Description: Summary of signifiant clinicogenomic associations between continuous and binary/categorical variables across glioma subtypes.

File Name: Supplementary Data 30
Description: Summary of signifiant clinicogenomic associations between continuous variables across glioma subtypes.

File Name: Supplementary Data 31
Description: Summary of clinicogenomic features surveyed.

File Name: Supplementary Data 32
Description: Summary of per-tumour actionable alterations across glioma subtypes.

File Name: Supplementary Data 33
Description: Summary of sample and tumour quality control steps.

File Name: Supplementary Data 34
Description: Frequency of GWAS SNPs across glioma subtypes in 393 patients with glioma.

File Name: Supplementary Data 35
Description: Software and datasets used in this study.

