[bookmark: _GoBack]Supplementary table 5. Results from the second iteration of the Support Vector Machine (SVM) Clustering analysis. For the second iteration, the complete set of genes was used as input, with the pre-classification based on the genes identified in the first SVM Clustering iteration labeled as 1 (first iteration results are shown in the table).
	Group
	First iteration result
	Total
	Second iteration
	

	
	
	
	0>0
	1>0
	0>1
	1>1
	Result

	ROOT_EARLY
	118
	12888
	12770
	3
	0
	115
	115

	ROOT_LATE
	108
	12129
	12021
	0
	0
	108
	108

	SHOOT_EARLY
	185
	11501
	11314
	0
	2
	185
	187

	SHOOT_LATE
	74
	10760
	10686
	0
	0
	74
	74



