
1 

Description of Additional Supplementary Files 

 

Supplementary Data 1 

Results (fold change and P value) for total genes in the RNA-seq analysis performed in this 

study. 

 

Supplementary Data 2 

Gene sets including those related to neurodevelopment, cell type, or disease for analysis of 

RNA-seq data. 

 

Supplementary Data 3 

Statistical reporting in this study. 

 

Supplementary Data 4 

Comparison of phenotypes between Chd8+/– and Chd8 KI mice. 


