Description of Additional Supplementary Information


Supplementary Data 1: 
Differentially expressed genes for each myogenic clusters. Contains the list of differentially expressed genes (DEGs) identified per cluster in the single-cell RNA-seq dataset, including gene name, log₂ fold change (log2FC), average expression, adjusted p-value (FDR), and cluster identity for each gene.


Supplementary Data 2: 
Differentially expressed genes in between the 16TF-VNP+ and the 16TF-VNP- populations. Contains the list of differentially expressed genes (DEGs) resulting from a comparison between the 16TF-VNP+ and16TF-VNP- population. It includes gene names, log fold change (log2FC), average expression and p-value 

