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Supplementary Figure 1. A visualization of the amount missing data in our nuclear dataset. Each row in the matrix represents an 
individual and each column represents a locus. Cells are colored according to the amount of missing data for in each alignment, along 
a gradient from blue (0% missing data) to red (100% missing data). The effects of missing data on our phylogenetic analyses were 
explored (see Methods and Figs. S12-S17). Family names for groups of individuals are shown to the left of the matrix. Source data for 
this figure can be found in Supplementary Data 12. 
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Supplementary Figure 2. A species tree of strepsirrhine primates estimated using SVDQuartets. 
Node support values were estimated using 1000 bootstrap replicates. Branch lengths are not 
scaled. 
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Supplementary Figure 3. A species tree of strepsirrhine primates estimated using ASTRAL. 
Node support values represent support for the quadripartition, or the fraction of induced quartet 
trees in the input set of gene trees that are also in the species tree. Branch lengths are not scaled.
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B. Time-Calibrated Species Tree (hard maximum on root = 66.059 mya)

100 90 80 70 60 50 40 30 20 10 0  MYA

EocenePaleocene Oligocene MioceneLate Cretaceous Pl. Q

Cheirogaleus medius

Eulemur fulvus

Galago matschiei

Avahi unicolor

Microcebus berthae

Mirza coquereli

Cheirogaleus sibreei
Cheirogaleus crossleyi

Arctocebus calabarensis

Eulemur rubriventer

Microcebus boraha

Mirza zaza

Macaca mulatta

Hapalemur gilberti

Eulemur flavifrons

Propithecus edwardsi

Euoticus elegantulus

Homo sapiens

Lepilemur otto

Lepilemur randrianasoloi

Nycticebus coucang

Avahi betsileo

Daubentonia madagascariensis

Propithecus coronatus

Microcebus griseorufus

Lepilemur ahmansonorum
Lepilemur milanoii

Propithecus perrieri

Lepilemur aeeclis
Lepilemur hubbardorum

Hapalemur occidentalis

Avahi laniger

Lepilemur ruficaudatus

Pan troglodytes

Eulemur albifrons

Eulemur cinereiceps

Microcebus myoxinus

Otolemur monteiri
Sciurocheirus alleni

Paragalago granti

Prolemur simus

Eulemur rufifrons

Lepilemur dorsalis

Microcebus sambiranensis

Hapalemur griseus

Microcebus ganzhorni

Tarsius carlito syrichta

Eulemur coronatus

Lepilemur seali

Propithecus diadema

Microcebus rufus

Paragalago cocos

Cheirogaleus shethi

Microcebus marohita
Microcebus mittermeieri

Lepilemur septentrionalis

Eulemur mongoz

Cheirogaleus major

Microcebus gerpi

Hapalemur meridionalis

Galago moholi

Lepilemur petteri

Varecia variegata

Microcebus margotmarshae

Eulemur sanfordi

Propithecus coquereli

Lemur catta

Lepilemur betsileo

Paragalago zanzibaricus

Indri indri

Avahi meridionalis

Lepilemur grewcockorum
Lepilemur tymerlachsoni

Gorilla gorilla
Saimiri sciureus

Avahi peyrierasi

Microcebus arnholdi

Xanthonycticebus pygmaeus

Microcebus ravelobensis

Propithecus verreauxi

Lepilemur mustelinus

Microcebus lehilahytsara

Microcebus murinus

Nycticebus kayan

Eulemur rufus
Eulemur collaris

Otolemur garnettii

Perodicticus potto

Galagoides demidoff

Loris tardigradus

Eulemur macaco

Microcebus tavaratra

Avahi cleesei

Galago senegalensis

Propithecus tattersalli

Lepilemur ankaranensis

Pozzi & Penna (2022) calibrations

deVries & Beck (2023) calibrations

combined calibration set

A. Time-Calibrated Species Tree (soft maximum on root)



Supplementary Figure 4 (previous page). Time-calibrated phylogenies of Strepsirrhini, as 
estimated using MCMCTree. Trees are colored according to the fossil set used for calibration, 
and the top set of trees were estimated using a soft maximum prior on the root node whereas the 
bottom set of trees were estimated using a hard maximum prior on the root node (Supplementary 
Data 3). Nodes are shown as median ages with 95% highest posterior density intervals indicated 
by colored bars.  
 



Supplementary Figure 5. Estimates of Pybus and Harvey’s g for lemurs (A) and lorisiforms (B). The dark gray vertical bars show the 
distribution of g calculated across 6000 empirical trees (i.e., the set of 1000 stochastically resolved trees from TACT for each of the 
six time-calibrated phylogenies shown in Supplementary Figure 4). The light gray vertical bars show the distribution of g simulated 
under a pure-birth speciation model for trees of the same species richness. We simulated 500 trees for each of the 6000 empirical trees 
(hence the difference in magnitude of the y axis for the simulated and empirical values). The red arrows indicate median values of g 
calculated under a scenario of taxonomic inflation (lemurs; panel A) or taxonomic gap (lorisiforms; panel B). Under a taxonomic 
inflation scenario, 5, 10, 15, or 20 species were randomly pruned from the lemur phylogeny; under a taxonomic gap scenario, 5, 10, 
15, or 20 new species were randomly added to the lorisiform phylogeny. 
 

B) Lorisiforms: Simulated vs. Empirical γ (+Taxonomic Gap Scenario)
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Supplementary Figure 6. Time-calibrated phylogenies of Strepsirrhini with branches colored according to diversification rate (net 
species per million years), as estimated using a three-rate model in MiSSE. A three-rate model was the best-supported model under 
three fossil calibration regimes (Supplementary Data 3): the combined fossil set with a soft root (A), the combined fossil set with a 
hard root (B), and the Pozzi and Penna fossil set with a hard root (C). See Supplementary Data 6 for MiSSE model test results. 
 

A. Combined fossil set with hard root B. Pozzi & Penna fossil set with hard root C. Pozzi & Penna fossil set with soft root
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Supplementary Figure 7. Time-calibrated phylogenies of Strepsirrhini with branches colored according to diversification rate (net 
species per million years), as estimated using a two-rate model in MiSSE. A two-rate model was the best-supported model under three 
fossil calibration regimes (Supplementary Data 3): the de Vries and Beck fossil set with a soft root (A), the de Vries and Beck fossil 
set with a hard root (B), and the Pozzi and Penna fossil set with a soft root (C). See Supplementary Data 6 for MiSSE model test 
results. 
 

B. de Vries & Beck fossil set with soft root C. de Vries & Beck fossil set with hard rootA. Combined fossil set with soft root
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Supplementary Figure 8. An exploration of alternative strepsirrhine diversification models contained in the congruence class. We 
used CRABS to generate 30 congruent scenarios: 10 scenarios where extinction has been increasing over time (A), 10 where 
extinction has been decreasing over time (B), and 10 where extinction has fluctuated randomly over time (C). In the top three rows of 
plots, the black line is the empirical model and each colored line represents a different congruent model. The net diversification rates 
and relative extinction rates result from the speciation and extinction rate functions. In the bottom plots, each row represents a 
different model and the overall trend in speciation rate (increasing, decreasing, or flat) is shown. Note that despite a great degree of 
variation in trend, all 30 models show one period of increased speciation rates at the same interval around 6 MYA (time units: 1 = 100 
MYA). 
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Supplementary Figure 9. A mitochondrial phylogeny estimated using IQTree. Node support 
values are from 1000 ultrafast bootstrap replicates (before the slash) 1000 replicates of the 
Shimodaira-Hasegawa approximate likelihood ratio test (SH-aLRT; after the slash). Tip labels 
correspond to the individuals listed in Supplementary Data 1. Note that only 104 individuals had 
sufficient mitochondrial data to be harvested from our sequencing runs.  

I31838_Propithecus_perrieri

KM112336_Mirza_zaza

I31822_Microcebus_ganzhorni

I29285_Microcebus_berthae

I31614_Galago_matschiei

I31832_Prolemur_simus

I29274_Microcebus_arnholdi

I31874_Arctocebus_calabarensis

I29268_Propithecus_diadema

KM112341_Phaner_parienti

I31644_Galago_demidoff

I31617_Paragalago_cocos

I29260_Lemur_catta

I31628_Galago_matschiei

KJ944244_Eulemur_rubriventer

I29279_Microcebus_tanosi

I29272_Microcebus_marohita

I31823_Eulemur_rufifrons

AB371088_Eulemur_macaco

I29269_Microcebus_lehilahytsara

I29262_Varecia_variegata

I31629_Galago_matschiei

I31631_Otolemur_monteiri

I29263_Propithecus_coquereli

I29278_Microcebus_manitatra

I31842_Lepilemur_ruficaudatus

I31867_Lepilemur_grewcockorum

I29273_Microcebus_rufus

I31853_Lepilemur_ankaranensis

I29271_Microcebus_boraha

I31862_Microcebus_arnholdi

I31833_Lepilemur_leucopus

I28133_Galago_demidoff

I29267_Eulemur_albifrons

I31635_Galago_moholi

I28135_Perodicticus_potto

I29266_Indri_indri

I31850_Avahi_unicolor

I31860_Lepilemur_tymerlachsoni

I31851_Lepilemur_aeeclis

I29283_Microcebus_tavaratra

I29275_Microcebus_mamiratra

I31622_Galago_alleni

I29259_Hapalemur_griseus
I31840_Hapalemur_meridionalis

I31846_Cheirogaleus_shethi

I31843_Lepilemur_septentrionalis

I31637_Galago_moholi

I31870_Lepilemur_otto

AB371085_Daubentonia_madagascariensis

I31855_Lepilemur_hubbardorum

I29287_Xanthonycticebus_pygmaeus

I31625_Euoticus_elegantulus

I28130_Otolemur_garnetti

I29279_Microcebus_murinus

I29261_Varecia_rubra

I31620_Perodicticus_potto

I31871_Lepilemur_sahamalazensis

I29257_Eulemur_flavifrons

KM112334_Allocebus_trichotis

I31875_Galago_moholi

KM112326_Cheirogaleus_crossleyi

I31615_Galago_thomasi

AM905040_Eulemur_mongoz

I31865_Lepilemur_dorsalis

I31859_Lepilemur_randrianasoloi

I31852_Lepilemur_ahmansonorum

I28134_Xanthonycticebus_pygmaeus

I31616_Paragalago_granti

I31630_Otolemur_monteiri

I31868_Microcebus_margotmarshae

I28131_Paragalago_zanzibaricus

I31876_Galago_senegalensis

KM112333_Cheirogaleus_sibreei

I31857_Lepilemur_milanoii

I31864_Microcebus_gerpi

I31837_Propithecus_edwardsi

I29270_Microcebus_simmonsi

KC757392_Cheirogaleus_medius

I31858_Lepilemur_petteri

I31645_Galago_demidoff

I31872_Lepilemur_seali

I31643_Galago_demidoff

KM112323_Cheirogaleus_major

I29286_Loris_tardigradus

I31626_Galago_matschiei

I29256_Eulemur_collaris

I31641_Galago_thomasi

I29282_Microcebus_griseorufus

I31640_Galago_thomasi

I29280_Microcebus_sambiranensis

KM112340_Phaner_pallescens

KM112337_Mirza_coquereli

I31827_Eulemur_fulvus

I31835_Avahi_peyrierasi

I31632_Otolemur_monteiri

I31627_Galago_matschiei

I31873_Lepilemur_ankaranensis

I31821_Propithecus_tattersalli

I31877_Perodicticus_ibeanus

I29276_Microcebus_mittermeieri

I31618_Perodicticus_potto

KC757395_Eulemur_rufus

I28132_Galago_moholi

100/100

99.9/100

100/100100/100

86 /98

100/100

99/100

100/100

100/100

99.8/100

97.6/100

100/100

100/100

95.7/99

95.3/93

99.9/100

100/100

100/100

73.1/65

89.4/100

30.2/61

91.9/95

100/100
86.3/28

100/100

74.6/98

80.7/93

100/100

100/100

98.8/99

100/100

100/100

100/100

99.3/94

86.2/91

100/100

94.1/100

100/100

100/100

57 /75

100/100

83.7/96

100/100

100/100

96.9/100

100/100

40 /80

100/100

81.4/98

100/100

99.7/100

98.5/100

100/100

99.5/100

100/100

93.6/98

96.8/100

0 / 9 9

100/100

100/100

100/100

83.5/93

78.2/99

100/100

100/100

90.2/98

100/100

100/100

99.9/100

100/100

8.1 /67

100/100

100/100

99.3/100

100/100

100/100

100/100

1.3 /49

100/100

95.6/97

100/100

100/100

99.9/100

100/100

95.3/97

97.5/100

98.3/100

100 /100

100/100

100/100

100/100

99.6/99

99.7/100

100/100

99.5/100

98.6/100

100/100

100/100

100/100

100/100

98.7/99

100/100



 
 
Supplementary Figure 10. Fraction of introgressed loci between each strepsirrhine genus pair 
(ranging from zero, lighter colors, to 0.08, darker colors), as estimated by QuiBL. A value of 
zero has been assigned to all instances of non-significant introgression.  
 

Average introgression fraction
0 .02 .04 .06 .08

Sciurocheirus

Nycticebus

Lepilemur

Microcebus

Xanthonycticebus

Euoticus

Cheirogaleus

Arctocebus

Daubentonia

Indri

Otolemur

Lemur

Avahi

Eulemur

Paragalago

Prolemur

Perodicticus

Loris

Hapalemur

Varecia

Mirza

Propithecus

Galago

Galagoides

Sc
iu
ro
ch
ei
ru
s

N
yc
tic
eb
us

Le
pi
le
m
ur

M
ic
ro
ce
bu
s

Xa
nt
ho
ny
ct
ic
eb
us

Eu
ot
ic
us

C
he
iro
ga
le
us

Ar
ct
oc
eb
us

D
au
be
nt
on
ia

In
dr
i

O
to
le
m
ur

Le
m
ur

Av
ah
i

Eu
le
m
ur

Pa
ra
ga
la
go

Pr
ol
em

ur

Pe
ro
di
ct
ic
us

Lo
ris

H
ap
al
em

ur

Va
re
ci
a

M
irz
a

Pr
op
ith
ec
us

G
al
ag
o

G
al
ag
oi
de
s



Supplementary Figure 11. Model test results for the PhyloNet analyses of five lemur genera. 
For each genus, models containing between zero and five reticulations (H) were explored. 
Models were selected by plotting the change in negative log-likelihood scores (-loglik) across 
increasing model complexity (i.e., number of H), and choosing the least-complex model beyond 
which the -loglik did not substantially improve. These “best” models are indicated by red circles 
here and are shown in the main text (Fig. 4). Source data for these plots can be found in 
Supplementary Data 13. 
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Supplementary Figure 12. A nuclear phylogeny estimated using all individuals and all loci in 
IQTree. Node support values are from 1000 ultrafast bootstrap replicates are shown. The tree 
shown in main Fig. 3 is based on this phylogeny. Tip labels correspond to the individuals listed 
in Supplementary Data 2. Figures S13-S17 were visualized to explore the effects of missing data. 

 

I32177_Genome_Hominidae_Gorilla_gorilla

I31872_04-06_Lepilemur_seali

I31632_LP-120_Otolemur_monteiri

I31825_DNA2768_Eulemur_cinereiceps

I31831_DNA2779_Eulemur_sanfordi

I31859_125508_Lepilemur_randrianasoloi

I29277_RMR208_Microcebus_tanosi

I31633_LP-128_Galago_senegalensis

I31871_19-04_Lepilemur_sahamalazensis

I29281_RMR59_Microcebus_ravelobensis

I31623_LP-066_Euoticus_elegantulus

I29257_6521_Eulemur_flavifrons

I29263_6608_Propithecus_coquereli

I32181_Genome_Cheirogaleus_medius

I29275_RMR165_Microcebus_mamiratra

Cheirogaleus_medius_SRR14572007

I28138_LP009_Nycticebus_kayan

I31848_125773ext2_Avahi_cleesei

I29280_RMR37_Microcebus_sambiranensis

I32193_Genome_Eulemur_macaco

I29266_DWW2538A_Indri_indri

I32194_Genome_Eulemur_fulvus

I29261_6424_Varecia_rubra

I31867_07-04_Lepilemur_grewcockorum

I29256_6362_Eulemur_collaris

I31634_LP-131_Paragalago_granti

I28131_LP002_Paragalago_zanzibaricus

I29270_RMR107_Microcebus_simmonsi

I29274_RMR157_Microcebus_arnholdi

I29287_2921_Xanthonycticebus_pygmaeus

I31643_LP-199_Galago_demidoff

I31625_LP-075_Euoticus_elegantulus

Eulemur_rubriventer_SRR7600435

I29267_DWW2543_Eulemur_albifrons

I31628_LP-083_Galago_matschiei

I29260_6159_Lemur_catta

I32195_Genome_Eulemur_flavifrons

Cheirogaleus_sibreei_SRR12133980

I31838_PdP-1_Propithecus_perrieri

I31637_LP-154_Galago_moholi

I31873_01-03_Lepilemur_ankaranensis

I31616_LPHQ-003_Paragalago_granti

I31830_DNA2778_Eulemur_rufus

I31843_L-211_Lepilemur_septentrionalis

I28133_LP004_Galagoides_demidoff

I31642_LP-181_Galago_thomasi

I29279_RMR27_Microcebus_murinus

I28134_LP005_Xanthonycticebus_pygmaeus
I32176_Genome_Hominidae_Pan_troglodytes

I31851_125522_Lepilemur_aeeclis

I29272_RMR131_Microcebus_marohita

I32183_Genome_Microcebus_ravelobensis

I31826_DNA2770_Eulemur_coronatus

Cheirogaleus_crossleyi_SRR12133964

I29278_RMR218_Microcebus_manitatra
I31822_Mganz_DLC_Microcebus_ganzhorni

I31617_LPHQ-004_Paragalago_cocos

I31850_125770_Avahi_unicolor

I31870_01-11_Lepilemur_otto

I32196_Genome_Lemur_catta

Propithecus_tattersalli_SRR1575536

I31845_TK-129245_Cheirogaleus_grovesi

I29286_2925_Loris_tardigradus

I31638_LP-155_Galago_moholi

I32175_Genome_Hominidae_Homo_sapiens

I31834_A51_Avahi_laniger

Propithecus_verreauxi_SRR1575529

I31861_125526_Lepilemur_wrightae

I29285_RMR92_Microcebus_berthae

I31877_Potto_Perodicticus_ibeanus

I31635_LP-135_Galago_senegalensis

I31621_LP-061_Galago_alleni

I31839_HgiL-117_Hapalemur_gilberti
I31840_Hgm-34_Hapalemur_meridionalis

I31828_DNA2773_Eulemur_macaco

I28132_LP003_Galago_moholi

I29284_RMR81_Microcebus_myoxinus

I31854_125513_Lepilemur_betsileo

Cheirogaleus_major_SRR12133966

I31641_LP-167_Galago_thomasi

I31852_125529_Lepilemur_ahmansonorum

I31821_Ptat_6198F_Propithecus_tattersalli
I32192_Genome_Propithecus_coquereli

I32182_Genome_Microcebus_murinus

I31645_LP-216_Galago_demidoff

I32188_Genome_Mirza_zaza

I29273_RMR142_Microcebus_rufus

Lepilemur_mustelinus_SRR6893005

I31615_LPHQ-002_Galago_thomasi

I32190_Genome_Otolemur_garnettii

I31631_LP-106_Otolemur_monteiri

I31626_LP-076_Galago_matschiei

I31844_TK-129239_Cheirogaleus_andysabini

I31614_LPHQ-001_Galago_matschiei

I32186_Genome_Microcebus_mittermeiri

I31874_A2_Arctocebus_calabarensis

I31868_13-16_Microcebus_margotmarshae

I31640_LP-163_Galago_thomasi

I31875_765_Galago_moholi

I31620_LP-051_Perodicticus_potto

I31864_02-09_Microcebus_gerpi

I29269_DWW3243_Microcebus_lehilahytsara

I29283_RMR72_Microcebus_tavaratra

I31619_LP-046_Perodicticus_potto

I31836_760_Propithecus_coronatus

I31847_125758ext2_Avahi_betsileo

I31841_HgO-108_Hapalemur_occidentalis

I31829_DNA2776_Eulemur_mongoz

I29271_RMR116_Microcebus_boraha

Eulemur_rufifrons_SRR6893003

I32178_Genome_Cercopithecidae_Macaca_mulatta

I31630_LP-090_Otolemur_monteiri

I31853_L86_Lepilemur_ankaranensis

I32184_Genome_Microcebus_tavaratra

I31624_LP-072_Euoticus_elegantulus

I29282_RMR68_Microcebus_griseorufus

I31644_LP-211_Galago_demidoff

I29259_1359_Hapalemur_griseus

I31860_125535_Lepilemur_tymerlachsoni

I31862_219_Microcebus_arnholdi

I31639_LP-158_Galago_moholi

Propithecus_diadema_SRR1575531

I31832_DNA2781_Prolemur_simus

I31627_LP-078_Galago_matschiei

I29265_DPZ7_Allocebus_trichotus

I31622_LP-064_Galago_alleni

I31869_01-00_Lepilemur_mustelinus

I31833_Lepi-111_Lepilemur_leucopus

I29262_7107_Varecia_variegata

I29264_DPZ6_Phaner_furcifer

I28136_LP007_Nycticebus_coucang

I31823_Erufi_5729_Eulemur_rufifrons

I32179_Genome_Cebidae_Saimiri_sciureus

I31837_Pde-1_Propithecus_edwardsi

I31855_125556_Lepilemur_hubbardorum

I31629_LP-089_Galago_matschiei

I31827_DNA2772_Eulemur_fulvus

I32189_Genome_Daubentonia_madagascarienses

I32197_Genome_Prolemur_simus

I31849_125763_Avahi_meridionalis

I31857_125516_Lepilemur_milanoii

I32180_Genome_Tarsiidae_TarsiusCarlito_syrichta

I32198_Genome_Nycticebus_coucang

I32191_Genome_Indri_indri

I31858_125511_Lepilemur_petteri

I29255_6725_Daubentonia_madagascariensis

I29258_6559_Eulemur_rubriventer

I31618_LP-032_Perodicticus_potto

I29276_RMR186E_Microcebus_mittermeieri

I31835_A56_Avahi_peyrierasi

I31866_M05-18_Lepilemur_edwardsi

I31636_LP-138_Galago_senegalensis
I31876_S2_Galago_senegalensis

I31865_11-02_Lepilemur_dorsalis

I29268_DWW2546A_Propithecus_diadema

I32187_Genome_Mirza_coquereli

I31842_LRU_Lepilemur_ruficaudatus

I28135_LP006_Perodicticus_potto

I28130_LP001_Otolemur_garnettii

I32185_Genome_Microcebus_griseorufus

I31846_TK-129242_Cheirogaleus_shethi

100

100

100

100

99

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

67

100

100

100

100

100

100

100

100

100

100

100

100

100

100

54

100

100

100

99

100

100

100

100

100

100

100

100

100

100

100

100

100

100
97

100

73

100

100

100

100

100

100

100

100100

100

100

100

100

100

100

100

100

100

98

100

100

68

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100 100

100

100

100

100

100
100

100

100

100

100

100
100

100

100

100

100

67

100

100

100

100

100

100

100100

100

100

100

100

100

100

100

100

100

100

100

100

100
100

100

100

99

100

95

100

100

100

100

95

100

100

100

100

100

100

100



 
Supplementary Figure 13. A nuclear phylogeny estimated in IQTree using all individuals but 
dropping the 37 loci that failed to sequence in lorisiforms and outgroups. Formatting follows 
Fig. S12. 
 

I32180_Genome_Tarsiidae_Tarsius_carlito_syrichta

Lepilemur_mustelinus_SRR6893005

Cheirogaleus_sibreei_SRR12133980
Cheirogaleus_medius_SRR14572007

I29273_RMR142_Microcebus_rufus

I31873_01-03_Lepilemur_ankaranensis

I32183_Genome_Microcebus_ravelobensis

I31629_LP-089_Galago_matschiei

I31825_DNA2768_Eulemur_cinereiceps

I31868_13-16_Microcebus_margotmarshae

I31838_PdP-1_Propithecus_perrieri

I31870_01-11_Lepilemur_otto

I31832_DNA2781_Prolemur_simus

I31861_125526_Lepilemur_wrightae

I32175_Genome_Hominidae_Homo_sapiens

I31849_125763_Avahi_meridionalis

I32177_Genome_Hominidae_Gorilla_gorilla

I28135_LP006_Perodicticus_potto

I29260_6159_Lemur_catta

I29287_2921_Xanthonycticebus_pygmaeus

I28136_LP007_Nycticebus_coucang

I31859_125508_Lepilemur_randrianasoloi

I31635_LP-135_Galago_moholi

I29266_DWW2538A_Indri_indri

I31616_LPHQ-003_Paragalago_granti

I31638_LP-155_Galago_moholi

I31840_Hgm-34_Hapalemur_meridionalis

I29285_RMR92_Microcebus_berthae

Propithecus_verreauxi_SRR1575529

I31822_Mganz_DLC_Microcebus_ganzhorni

I31637_LP-154_Galago_moholi

I29270_RMR107_Microcebus_simmonsi

I32181_Genome_Cheirogaleus_medius

I31621_LP-061_Galago_alleni

I31846_TK-129242_Cheirogaleus_shethi

I32188_Genome_Mirza_zaza

I31841_HgO-108_Hapalemur_occidentalis

I31842_LRU_Lepilemur_ruficaudatus

I31864_02-09_Microcebus_gerpi
I29272_RMR131_Microcebus_marohita

I31622_LP-064_Galago_alleni

I32189_Genome_Daubentoniidae_Daubentonia_madagascarienses

I31643_LP-199_Galago_demidoff

I29261_6424_Varecia_rubra

I32198_Genome_Nycticebus_coucang

I31618_LP-032_Perodicticus_potto

I31625_LP-075_Euoticus_elegantulus

I31850_125770_Avahi_unicolor

I29263_6608_Propithecus_coquereli

I31639_LP-158_Galago_moholi

I31845_TK-129245_Cheirogaleus_grovesi

I31843_L-211_Lepilemur_septentrionalis

I31627_LP-078_Galago_matschiei

I31872_04-06_Lepilemur_seali

I31844_TK-129239_Cheirogaleus_andysabini

I32176_Genome_Hominidae_Pan_troglodytes

I32182_Genome_Microcebus_murinus

I31839_HgiL-117_Hapalemur_gilberti

I31624_LP-072_Euoticus_elegantulus

I29279_RMR27_Microcebus_murinus

I32178_Genome_Cercopithecidae_Macaca_mulatta

I29255_6725_Daubentoniidae_Daubentonia_madagascariensis

I31875_765_Galago_moholi

I29274_RMR157_Microcebus_arnholdi

I28138_LP009_Nycticebus_kayan

I31623_LP-066_Euoticus_elegantulus

I31619_LP-046_Perodicticus_potto

I31837_Pde-1_Propithecus_edwardsi

I31617_LPHQ-004_Paragalago_cocos

I31834_A51_Avahi_laniger

I29281_RMR59_Microcebus_ravelobensis

I29276_RMR186E_Microcebus_mittermeieri

I31876_S2_Galago_senegalensis

I32190_Genome_Otolemur_garnettii

I32195_Genome_Eulemur_flavifrons
I31828_DNA2773_Eulemur_macaco

I31847_125758ext2_Avahi_betsileo

I29264_DPZ6_Phaner_furcifer

I29283_RMR72_Microcebus_tavaratra

I31641_LP-167_Galago_thomasi

I31848_125773ext2_Avahi_cleesei

I31874_A2_Arctocebus_calabarensis

Cheirogaleus_crossleyi_SRR12133964

I31877_Potto_Perodicticus_ibeanus

I31636_LP-138_Galago_senegalensis

I29278_RMR218_Microcebus_manitatra

I31858_125511_Lepilemur_petteri

I32184_Genome_Microcebus_tavaratra

I31628_LP-083_Galago_matschiei

I29280_RMR37_Microcebus_sambiranensis

I31871_19-04_Lepilemur_sahamalazensis

Eulemur_rufifrons_SRR6893003

I31633_LP-128_Galago_senegalensis

I31860_125535_Lepilemur_tymerlachsoni

I31823_Erufi_5729_Eulemur_rufifrons

I31821_Ptat_6198F_Propithecus_tattersalli

I31826_DNA2770_Eulemur_coronatus

Propithecus_diadema_SRR1575531

I29275_RMR165_Microcebus_mamiratra

I31833_Lepi-111_Lepilemur_leucopus

I29269_DWW3243_Microcebus_lehilahytsara

I29257_6521_Eulemur_flavifrons

I31853_L86_Lepilemur_ankaranensis

I32191_Genome_Indri_indri

I29256_6362_Eulemur_collaris

I31865_11-02_Lepilemur_dorsalis

Propithecus_tattersalli_SRR1575536

I29259_1359_Hapalemur_griseus

I29265_DPZ7_Allocebus_trichotus

I31831_DNA2779_Eulemur_sanfordi

I31630_LP-090_Otolemur_monteiri

I31614_LPHQ-001_Galago_matschiei

I32197_Genome_Prolemur_simus

I29271_RMR116_Microcebus_boraha

I28132_LP003_Galago_moholi

I32179_Genome_Cebidae_Saimiri_sciureus

I32194_Genome_Eulemur_fulvus

I29262_7107_Varecia_variegata

I32192_Genome_Propithecus_coquereli

I31857_125516_Lepilemur_milanoii

I31854_125513_Lepilemur_betsileo

I31626_LP-076_Galago_matschiei

I31827_DNA2772_Eulemur_fulvus

I28131_LP002_Paragalago_zanzibaricus

I28133_LP004_Galagoides_demidoff

I31869_01-00_Lepilemur_mustelinus

I31620_LP-051_Perodicticus_potto

I29282_RMR68_Microcebus_griseorufus

I29258_6559_Eulemur_rubriventer

I31855_125556_Lepilemur_hubbardorum

I29268_DWW2546A_Propithecus_diadema

Cheirogaleus_major_SRR12133966

Eulemur_rubriventer_SRR7600435

I28130_LP001_Otolemur_garnettii

I31830_DNA2778_Eulemur_rufus

I31836_760_Propithecus_coronatus

I31835_A56_Avahi_peyrierasi

I31631_LP-106_Otolemur_monteiri

I32185_Genome_Microcebus_griseorufus

I29284_RMR81_Microcebus_myoxinus

I31645_LP-216_Galago_demidoff

I31642_LP-181_Galago_thomasi

I31632_LP-120_Otolemur_monteiri

I32187_Genome_Mirza_coquereli

I31852_125529_Lepilemur_ahmansonorum

I32196_Genome_Lemur_catta

I29267_DWW2543_Eulemur_albifrons

I31866_M05-18_Lepilemur_edwardsi

I31615_LPHQ-002_Galago_thomasi

I29286_2925_Loris_tardigradus

I31640_LP-163_Galago_thomasi
I31644_LP-211_Galago_demidoff

I32193_Genome_Eulemur_macaco

I31867_07-04_Lepilemur_grewcockorum

I32186_Genome_Microcebus_mittermeiri

I28134_LP005_Xanthonycticebus_pygmaeus

I31634_LP-131_Galago_senegalensis

I31829_DNA2776_Eulemur_mongoz

I31862_219_Microcebus_arnholdi

I31851_125522_Lepilemur_aeeclis

I29277_RMR208_Microcebus_tanosi

56

100

100

100

100

100

100

92

100

100

100

100

100

100

100

100

100

100

100

100

100

97

100

100
100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

87

92

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

99

100

85

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

100

61

100

100

100

100

100

100

100

100

100

100

100

70

100

100

100

100

100

87

100

100

100

100

94
100

100

100

98

99

100

100

100

100

100

100

100

100

100

100

100

100

100

100



 
Supplementary Figure 14. A nuclear phylogeny estimated in IQTree using all loci and all 
individuals with <50% missing data. Formatting follows Fig. S12. 
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Supplementary Figure 15. A nuclear phylogeny estimated in IQTree using all individuals with 
<50% missing data and dropping the 37 loci that failed to sequence in lorisiforms and 
outgroups. Formatting follows Fig. S12. 
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Supplementary Figure 16. A nuclear phylogeny estimated in IQTree using all loci and all 
individuals with <20% missing data. Formatting follows Fig. S12. 
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Supplementary Figure 17. A nuclear phylogeny estimated in IQTree using all individuals with 
<20% missing data and dropping the 37 loci that failed to sequence in lorisiforms and 
outgroups. Formatting follows Fig. S12. 
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Supplementary Figure 18. Model test results for the PhyloNet analyses of each strepsirrhine 
Family, which was performed in order to determine whether any additional taxa should be 
scored as “hybridizing” in our HiSSE analysis. For each Family, models containing between 
zero and five reticulations (H) were explored. Models were selected by plotting the change in 
negative log-likelihood scores (-loglik) across increasing model complexity (i.e., number of 
H), and choosing the least-complex model beyond which the -loglik did not substantially 
improve. These “best” models are indicated by red circles. Networks with H>0 were only 
detected in two analyses: Cheirogaleidae (H=4) and Galagidae (H=1). The top network for 
Galagidae is shown, although the single reticulation detected in this analysis did not result in 
any changes to our HiSSE scoring matrix. The top network for Cheirogaleidae is not shown, 
as the four reticulations detected from this Family are already shown in Fig. 4 in the main 
text (one reticulation in Cheirogaleus and three in Microcebus). Source data for these plots 
can be found in Supplementary Data 13.  
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