
File Name: Supplementary Data 1 
Descrip6on: full library design along with measured PSI values for each mutant.  
Sequence: sequence of the exon variant. 
id: variant name iden6fier. 
es: experimentally determined enrichment score for the variant. 
standard.error: devia6on from the es value across 7 replicates. 
psi: Percent Spliced In (PSI) value (% of exon inclusion) for each variant es6mated from the es 
values according to results in Fig. 1C. 
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