Description of Additional Supplementary Files

File name: Supplementary Data 1

Description: Expression matrix from bulk RNA-seq profiling of 201 carotid artery
samples. Preprocessing used fastp v0.23.2 for adapter clipping and quality trimming,
and Salmon v1.6.0 for transcript quantification against GENCODE v40 (GRCh38). Rows
list genes and columns list samples; the leading row encodes lesion stage (early vs.
late).



