Description of Additional Supplementary Files

Supplementary Data 1. — MRSI brain coverage

Supplementary Data 2. — Results of the leave-one-GO-term-out, genes ranked as a
function of their contribution to the correlation between metabolic similarity and
genetic co-expression.

Supplementary Data 3. — Results of the leave-one-GO-term-out, genes ranked as a
function of their contribution to the correlation between metabolic similarity and
genetic co-expression and clustered with their respective Parent GO term.



