
Description of Additional Supplementary Files 

Supplementary Data 1. Combined summary statistics of the per-protein GWAS performed 
in this study. Related to Figure 1. (Available through 
https://doi.org/10.5281/zenodo.12654966)  

Supplementary Data 2. Bootstrapped model performance for 2922 proteins on UK-
white individuals in the test set (Olink batch 0-6). Related to Figure 2. 

Supplementary Data 3. Model performance on INT normalized protein levels for 171 
significant proteins. Related to Figure 2. 

Supplementary Data 4. Bootstrapped model performance for 171 significant proteins 
on covariates only (age, sex, UKB batch, Consortium selected, first 20 genomic principal 
components) with non-linear (XGBoost) or linear model. Related to Figure 2. 

Supplementary Data 5. Model performance for 171 significant proteins of non-linear 
(XGBoost) and linear models on additive and non-additive encoded genotype data. Related 
to Figure 2. 

Supplementary Data 6. Significant SNV-SNV interactions for 15 proteins based on pair-
wise OLS models. Related to Figure 3. 

Supplementary Data 7. Bootstrapped model performance for 171 proteins tested on 
individuals of different self-reported ethnicities in the test dataset. Related to Figure 4. 

Supplementary Data 8. Model performance for 137 proteins measured by Olink in the 
FinnGen cohort. Related to Figure 5. 

Supplementary Data 9. Bootstrapped model performance for 411 proteins measured in 
the Holbaek cohort (tested on 190 individuals). Related to Figure 5. 
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