Legends for Supplementary Data

Supplementary Data 1: Diffbind gain/loss output
Among H3K9me3 enrichment peaks (n = 15,746), p-values were calculated using DiffBind with default parameters. Nineteen peaks with p < 0.05 and |log2 fold change| > 2 are indicated.

Supplementary Data 2: gRNAs and primers used in this study

Supplementary Data 3: CATCH-seq sample information

