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Description of Additional Supplementary Files:  1 

Supplementary Data 1. ChIP-seq analysis of PbAP2-TR 2 

(A) Peaks in experiment 1. (B) Peaks in experiment 2. (C) Quality check. (D) Motif enrichment 3 

analysis. p-values were calculated using Fisher’s exact test. 4 

 5 

Supplementary Data 2. DIP-seq analysis of PbAP2-TR 6 

(A) DIP-seq peaks for AP2 domain 1–2. (B) Motif enrichment analysis for DIP-seq of AP2 7 

domain 1–2. p-values were calculated using Fisher’s exact test. (C) DIP-seq peaks for AP2 8 

domain 3. (D) Motif enrichment analysis for DIP-seq of AP2 domain 3. p-values were 9 

calculated using Fisher’s exact test. 10 

 11 

Supplementary Data 3. Target genes of PbAP2-TR 12 

 13 

Supplementary Data 4. Differential expression analysis between 8 and 16 hpi using ap2-g-14 

knockout parasite 15 

p-values adjusted for multiple testing with the Benjamini-Hochberg procedure were calculated 16 

using DESeq2. 17 

 18 

Supplementary Data 5. Differential expression analysis between pbap2-tr-DiCreRapa- and 19 

pbap2-tr-DiCreRapa+ 20 

p-values adjusted for multiple testing with the Benjamini-Hochberg procedure were calculated 21 

using DESeq2. 22 

 23 

Supplementary Data 6. Gene ontology analysis of PbAP2-TR targets 24 

p-values were calculated using Fisher’s exact test on GOstats. 25 

 26 
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Supplementary Data 7 Time-course transcriptomic analysis using ap2-g-knockout parasite 27 

 28 

Supplementary Data 8. RIME analysis  29 

(A) Comparison between PbAP2-TR::GFPpbap2-g(-) and WT. p-values were calculated using a 30 

two-tailed Student’s t-test. (B) Comparison between PbMORC::GFPpbap2-g(-) and WT. p-values 31 

were calculated using a two-tailed Student’s t-test. 32 

 33 

Supplementary Data 9. ChIP-seq analysis of PbMORC 34 

(A) Peaks in experiment 1. (B) Peaks in experiment 2. (C) Quality check. (D) Motif enrichment 35 

analysis with all ChIP-seq peaks. p-values were calculated using Fisher’s exact test. (E) Motif 36 

enrichment analysis excluding peaks common with PbAP2-TR peaks. p-values were calculated 37 

using Fisher’s exact test. 38 

 39 

Supplementary Data 10. List of primers used in this study 40 

 41 

 42 


