Description of Additional Supplementary Information
Supplementary Data 1: All sample information used in machine learning of this study.

Supplementary Data 2: No. of genes or AS events for a specific differentiation lineage and
species.

Supplementary Data 3: Positive set validated by experiment screened from NCBI database.
Supplementary Data 4: The list of transcription factors in myeloid for GSEA.
Supplementary Data 5: The list of 24 clusters of FAScore from ancient AS events using Mfuzz.

Supplementary Data 6: TBC1D23-L and TBC1D23-S interacting proteins identified in pull-down
assay coupled to mass spectrometry.

Supplementary Data 7: Identified SUMOylation proteins in control, KO, KO-OE-L and KO-OE-S
cells.

Supplementary Data 8: The average activity of TFs per cell type by SCENIC.
Supplementary Data 9: Transcriptional regulators regulated by HDAC1 in erythropoiesis.
Supplementary Data 10: Reference genomes and annotations used in this study.
Supplementary Data 11: Primers and oligo sequences used in this study.

Supplementary Data 12: Antibodies used in this study.



