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Sample Information

Raw File Name = D:\Data\4713\4713_27.raw

Instrument Method = C:\Xcalibur\methods\UltiMate\NoFAIMS_Intact_Protein\Direct_Injection_MS1_IT_7K_RF60_35min.meth
Vial RC3
Injection Volume (pL) 1
Sample Weight 0
Sample Volume (uL) 0
ISTD Amount ' 0
Dil Factor 1

Chromatogram Parameters

Use Restricted Time = True
Time Limits = 15.000 - 24.984 minutes
Scan Range 558 - 930
m/z Range = 600 - 2000
Chromatogram Trace Type TIC
Sensitivity = High

Rel. Intensity Threshold (%) 5

Chromatogram
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Main Parameters ( ReSpect™ )

Deconvolution Results Filter

Output Mass Range = 22500 - 35000
Deconvoluted Spectra Display Mode = Isotopic Profile (new)
Charge State Distribution
Deconvolution Mass Tolerance = 30 ppm
Choice of Peak Model
Choice of Peak Model Intact Protein

Resolution at 400 m/z

Raw File Specific = 2000
Generate XIC for Each Component

Calculate XIC = True

Advanced Parameters ( ReSpect™)

Charge State Distribution

Model Mass Range = 8000 - 70000
Charge State Range 7 - 100

Minimum Adjacent Charges
(low & high model mass)

4-4
Noise Parameters
Rel. Abundance Threshold (%) 0
Deconvolution Quality
Quality Score Threshold 0
Choice of Peak Model
Target Mass = 28000 Da
Peak Model Parameters
Number of Peak Models = 1
Left/Right Peak Shape = 2:2
Peak Filter Parameters
Peak Detection Minimum Significance Measure = 1 Standard Deviations
Peak Detection Quality Measure = 95%
Specialized Parameters
Peak Model Width Factor = 1
Intensity Threshold Scale = 0.01
Deconvolution Parameters
Noise Compensation = True
Charge Carrier H
Negative Charge = False

Source Spectra Parameters E

Source Spectra Method = Average Over Selected Retention Time

RT Range = 16.000 - 22.000 minutes
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Source Spectrum

4713_27 #595-812 RT:16.000-22.000 AV:-224
FATMS + p NSI Full ms [600.0000-2000.0000]

908.70
_942.:

100~ 845 47

80—

o 219.56

978.51

1060.03

1105.97

e 1126.53

Relative Intensity
<

1242.16
133779

1498.02
i 172039 4753 41

—— ——
600 s00 1000 1200

T S — :
1400 1600 1800 2000
miz

Page 3 of 5
Copyright© 2011 - 2017 Thermo Fisher Scientific 01/15/2026 04:03:19



Deconvoluted Spectrum

4713 27
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ReSpect Masses Table

Row Number A\ﬁ;:sge Intensity At'}:rl;t;ie Ai:ﬁfﬂgﬂl Score Né@g{%}c}f C&z;ggﬁzg‘a Mass Std Dev | PPM Std Dev Delta Mass Stigi—:;i;] - St(zfn::;n - Apex RT
1 25416.26 815090.63 100.00 23.06 65.78 15 15-29 1.67 65.53 0.00 16.000 22.000 17.890
2 25372.77 767286.69 94.14 21.71 38.13 8 28-35 1.11 43.66 -43.49 16.000 22.000 18.610
3 25456.06 636106.81 78.04 17.99 39.66 8 22-29 1.76 69.21 39.80 16.000 22.000 18.590
4 24767.06 182746.95 22.42 5.17 20.61 4 27 - 30 0.96 38.79 -649.20 16.000 22.000 18.610
5 24437.86 173108.19 21.24 4.90 27.50 6 22-27 1.30 53.28 -978.40 16.000 22.000 18.160
6 26958.56 164699.78 20.21 4.66 18.17 4 32-35 2.51 93.13 1542.30 16.000 22.000 18.610
7 22993.64 141204.67 17.32 3.99 18.98 4 28-31 1.29 56.20 -2422.62 16.000 22.000 18.240
8 27193.89 107299.01 13.16 3.04 17.75 4 23-26 1.85 68.04 1777.63 16.000 22.000 18.830
9 25983.92 101641.03 12.47 2.88 16.69 4 22-25 1.95 74.91 567.66 16.000 22.000 18.590
10 28998.29 93763.45 11.50 2.65 19.71 4 26 - 29 0.36 12.27 3582.03 16.000 22.000 18.800
11 26065.04 77241.05 9.48 2.19 26.01 5 20-24 2.43 93.08 648.78 16.000 22.000 18.610
12 28374.89 70934.79 8.70 2.01 18.46 4 22-25 2.49 87.59 2958.63 16.000 22.000 18.800
13 25371.09 61942.67 7.60 1.75 19.07 4 17-20 1.77 69.64 -45.17 16.000 22.000 18.860
14 32635.55 41435.00 5.08 1.17 15.70 4 29-32 3.50 107.12 7219.29 16.000 22.000 18.690
15 29325.76 28532.39 3.50 0.81 14.93 4 30-33 2.49 84.89 3909.50 16.000 22.000 18.100
16 26105.05 25034.94 3.07 0.71 18.97 4 14-17 1.90 72.60 688.79 16.000 22.000 18.750
17 31886.56 24281.38 2.98 0.69 19.91 4 16-19 3.06 96.00 6470.30 16.000 22.000 17.590
18 26023.38 22686.74 2.78 0.64 24.76 5 14-18 2.08 79.78 607.12 16.000 22.000 17.830
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