
 
Description of Additional Supplementary Files 

 
File Name: Supplementary Data 1  
Description: Normalized reads and cluster information of nuclear-encoded tRNA transcripts, related to Fig. 
2e. 
 
File Name: Supplementary Data 2 
Description: RPKM values of ±1.0 kb Nucleosome Free Region (NFR), H3K4me3, and H3K27me3 in tRNA 
gene loci, related to Fig. 4a. 
 
File Name: Supplementary Data 3 
Description: RPKM values of nascent tRNA. 
 
File Name: Supplementary Data 4  
Description: Misincorporation rates at m1A58 of tRNA isodecoders with two dynamic types, related to Fig. 
7c. 
 
File Name: Supplementary Data 5 
Description: Relative abundance of 19 modification types in global RNA. 


