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Description of additional supplementary items

Supplementary data 1. Clinical data of study participants and sample details.
Supplementary data 2. Menstrual cycle specific marker genes of the main five cell types.

Supplementary data 3. Cell type frequency stratified by sample, endometriosis status, and menstrual

cycle stage.

Supplementary data 4. Cell-type- and stage-wise differentially expressed genes of the proliferative
menstrual cycle phase samples with stringent exclusion criteria applied. Differential expression
analysis was performed using muscat as described in the Methods and the FindMarkers function,

applying the likelihood ratio (LR) test within a logistic regression framework.

Supplementary data 5. Pathways and terms revealed by cell-type- and stage-wise gene enrichment
analysis. Statistical significance was determined using a one-sided hypergeometric test, with p-values

adjusted for multiple testing using the g:SCS method from the gprofiler2 R package.
Supplementary data 6. ScaiVision performance across learners for all cell model trainings.
Supplementary data 7. ScaiVision PCA and corrgPCA gene signatures for all cell models.

Supplementary data 8. Cell-type-wise percentage of cells within the top 10% of filter scores for

ENDO or non-ENDO prediction.

Supplementary data 9. ScaiVision PCA and corrgPCA gene signatures for cycling mesenchymal cell

models.

Supplementary data 10. Comparison of this study with published single-cell studies and reported

interactions



