Description of Additional Supplementary Files: DNA viruses are constrained to ecological niches and share similar environmental adaptations with hosts
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Description of Additional Supplementary Files 

Title: Supplementary Data
Description: Excel file containing sheets for all Supplementary Data, including the following:

Supplementary Data 1. Statistics of viral contigs identified for each assembly
Supplementary Data 2. vOTU details of all vOTUs predicted to be ≥50% complete
Supplementary Data 3. Total counts of vOTUs with taxonomy predicted
Supplementary Data 4. Counts per taxonomic rank of vOTUs with taxonomy predicted
Supplementary Data 5. Results of simple and partial Mantel tests
Supplementary Data 6. Predicted Caudoviricetes single copy core gene sets
Supplementary Data 7. Additional statistics results summaries
Supplementary Data 8. Sequencing and assembly statistics
Supplementary Data 9. Prokaryote metagenome-assembled genomes statistics
Supplementary Data 10. Genome coverage per sample for MAGs and vOTUs
Supplementary Data 11. vOTU gene transcripts per million per sample and gene annotations
Supplementary Data 12. CRISPR spacer host matches for vOTUs
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