Description of Additional Supplementary Files

File Name: Supplementary Movie 1

Description: Cryo-EM structure of IP3R2 in ligand-bound state.

File Name: Supplementary Movie 2

Description: 3D variability analysis shows motions in CIA-IP3R2 viewed along the channel
four-fold axis from the cytosol.

File Name: Supplementary Movie 3

Description: 3D classification of the ARM2 domain in CIA-IP3R2 illustrates retracted and
extended conformations.



