Supplementary Data 3: Phenix refine settings for 2F dataset
refinement {
  refine {
    strategy=individual_sites+individual_adp+group_adp
    sites {
      individual = not (((chain a or chain A) and altid A and (resseq 54:66 or resseq 159:191 or resseq 296:300 or resseq 327:344 or resseq 601)) or ((chain c or chain C) and altid A and (resseq 327:329 or resseq 353:359)) or ((chain d or chain D) and altid A and (resseq 311:318 or resseq 351:352)))
    }
    adp {
      individual {
      isotropic = not (((chain a or chain A) and altid A and (resseq 54:66 or resseq 159:191 or resseq 296:300 or resseq 327:344 or resseq 601)) or ((chain c or chain C) and altid A and (resseq 327:329 or resseq 353:359)) or ((chain d or chain D) and altid A and (resseq 311:318 or resseq 351:352)))
      }
      group_adp_refinement_mode=group_selection
      group=(((chain a or chain A) and altid A and (resseq 54:66 or resseq 159:191 or resseq 296:300 or resseq 327:344 or resseq 601)) or ((chain c or chain C) and altid A and (resseq 327:329 or resseq 353:359)) or ((chain d or chain D) and altid A and (resseq 311:318 or resseq 351:352)))
    }
  }
  target_weights {
    optimize_xyz_weight = True
    optimize_adp_weight = True
  }
  pdb_interpretation {
    automatic_linking {
      link_carbohydrates=False
      link_ligands=False
    }
  }
}

