
Description of Additional Supplementary Files 

 

File name: Supplementary Data 1  

Description: Excel file containing Gene Ontology results from spatial transcriptomics analysis, 

related to Figure 1. 

 

File name: Supplementary Data 2  

Description: Excel file containing analysis results of spatial transcriptomics cell community 

proportions and cell proportions per community, related to Figure 2. 

 

File name: Supplementary Data 3  

Description: Excel file containing ligand-receptor interactions results from spatial 

transcriptomics analysis, related to Figure 2. 

 

File name: Supplementary Data 4  

Description: Excel file containing Gene Ontology results from single nuclei Multiome analysis, 

related to Figures 3 and Supplementary Figure 3. 

 

File name: Supplementary Data 5  

Description: Excel file containing annotation of consensus peaks of DLX2 CUT&RUN, 

H3K27ac ChIPseq, and ATACseq, related to Figure 6. 

 


