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2nd screening

Positive clones;

E'x;ys‘;'(‘::e Locus common name class;i'; stion PPN PFA2 PFB1 PFA1
IE_0053 AT2G40470  ASL11,LBD15 AS2 40 1E_0053 [I=Me[RI IE_0053
IE_0305 AT2G30340  LBD13 AS2 40 GRE1510 GRE1510 [elal=HE3[0
RE_1058_x AT3G03760  LBD20 AS2 42 RE_1058
RE_1041_x AT1G31320  LBD4 AS2 43 RE_1041
RE_1049 AT2G30130  PCK1, LBD12, ASL5 AS2 43 GRE1049
RE_1047 AT2G23660  LBD10 AS2 44 GRE1047
IE_0304 AT1G65620  AS2 AS2 44 GRE1506 GRE1506 GRE1506
IE_0306 AT5G63090  LOBB, LOB AS2 44 GRE1521
IE_0307 AT5G66870  LBD36, ASL1 AS2 44 GRE1522 GRE1522 GRE1522
IE_07D02 AT1G28300  LEC2 B3 59 |E_07D02
IE_08E04 AT3G26790  FUS3 B3 59 |E_08E04 IE_08E04 IE_08E04
IE_0308 AT4G33280  REM16 B3 68 GRE1533 GRE1533
IE_06C12 AT1G14685  BBR/BPC2, ATBPC2, BPC2 BBR_BPC 74 IE_06C12
RE_1542 AT1G68240  bHLH109 bHLH 94 GRE1542
RE_03D04_x AT4G02590  PFB1, bHLHO059, UNE12 bHLH 98 RE_03D04 RE_03D04
RE_0193 AT1G03040  PFB2, bHLH007 bHLH 98 RE_0193 RE_0193
RE_0226_x AT2G24260  LRL1, DROP1, bHLH066 bHLH 98 RE 0226 RE 0226 RE_0226
RE_0272 AT4G30980  LRL2, DROP2, bHLH069 bHLH 98 RE_0272
RE_0293 AT5G58010  LRL3, DROP3, bHLH082 bHLH 98 GRE0293 [el3I=07kN GRE0293
IE_04D05_x AT4G33880  RSL2, bHLH085 bHLH 103 IE_04D05
IE_04H05 AT2G20100  PFA2 bHLH 107 IE_04H05
RE_0194 x AT1G05710  bHLH153 bHLH 107 RE_0194
RE_0270 AT4G29100  PFA3, bHLH068 bHLH 107 RE_0270
IE_0309 AT1G27660  PFA5, bHLH110 bHLH 107 GRE1540
RE_1545 AT2G31730 bHLH 107 GRE1545
IE_01E04 IE_0289 AT1G31050  PFA1, bHLH111 bHLH 108 IE_0289
IE_03E06(09A07) AT4G21340  bHLH103, B70 bHLH 108 IE_O3E06
RE_0215_x AT1G61660  PFA4, bHLH112 bHLH 108 RE_0215
RE_0242_x AT3G20640  PFA6, bHLH123 bHLH 108 RE_0242
RE_1550 AT4G05170  bHLH114 bHLH 108 GRE1550
IE_04A06 AT2G31370  AtbZIP59, PosF21 bZIP 117 IE_04A06
RE_0331 AT2G40620  AtbZIP18 bzZIP 117 RE_0331
IE_05A07 AT2G21230  AtbZIP30 bZIP 118 IE_05A07
RE_0359 x IE_0101  AT4G38900  AtbZIP29 bZIP 118 GIE0101 GIE0101
RE_0883_x AT5G44190  ATGLK2, GPRI2, GLK2 GARP 205 RE_0883
RE_02B08 AT3G24120 GARP 208 RE_02B08
RE_02B09 ATAG13640  UNE16 GARP 208 RE_02B09
IE_0146 AT1G31640  AGL92 MADS 260
IE_08B11_x AT1G56010  NAC1, ANAC021, ANAC022 NAC 321 IE_08B11
RE_0640 AT4G28530  ANAC074 NAC 321 RE_0640
IE_08B12 AT3G15170  ATNAC1, CUC1, ANAC054 NAC 324 IE_08B12
RE_01H07 AT2G24430  ANAC039, ANAC038 NAC 324 RE_01H07
RE_0656_x AT5G53950  ATCUC2, CUC2, ANAC098 NAC 324 RE_0656
RE_0644_x AT5G07680  ANACO079, ATNAC4, ANAC080  NAC 325 RE_0644
RE_0649 AT5G18270  ANACO087 NAC 325 RE_0649

strong weak
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