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Supplementary Information Table 1

Sequence 5' > 3'
TGCATGCCTGCAGGTCGACTAAAAGCCTGTAATCACACGACG
GCTGTCTAGAGGTCGGAACTTCTGTCTAAAATGC
TTAGACAGAAGTTCCGACCTATGTCAGAAGCATCTTCCA
ATGCTGCCGCCGCCAAGCTGCATGTCGTCGCCGCGCG
CCATGCGGCAACGAAGAAATCTCGATT

AATCGAGATTTCTTCGTTGCCGCATGG
CGGAGAAATCTCAATTCTCTCTAATTT
AAATTAGAGAGAATTGAGATTTCTCCG
ATGCGGCAACGAAGAAATCTCAATTCTCTCT
AGAGAGAATTGAGATTTCTTCGTTGCCGCAT
GCGGCAACGGAGAAAAATCGATTCTCTCTAA
TTAGAGAGAATCGATTTTTCTCCGTTGCCGC
ATGCTGCCGCCGCCAAGCTGGAAGGGCTCCACTTCCCATG

ATGGCTCCAAAGAAGAAGAGAAAGGTC
TTAGACAGAAGTTCCGACCTATGGCTCCAAAGAAGAAG

GGTTGTAAATTAGAGAGAATTGAGATTTCTCCGTTGCCGC
GCGGCAACGGAGAAATCTCAATTCTCTCTAATTTACAACCC
TTAGACAGAAGTTCCGACCTATGGCTCCAAAGAAGAAGAGAAAGG
ATGCTGCCGCCGCCAAGCTGAACTGGACCTTGTTGGAAATTTTGCGACG
ATGCTGCCGCCGCCAAGCTGCATGTCGTCGCCGCGCGCCC
TGGTTGTCCCTGCACTGCCAGATGGGCAGCGGCCGCGAGAAC

CCCATCTGGCAGTGCAGGGACAACCATTCTCTCTAATTTACAACCCTCG
GCCCATGCGCTAGCGAGCAGTTCTCCATTCTCTCTAATTTACAACC

TGGAGAACTGCTCGCTAGCGCATGGGCAGCGGCCGCGAGA
CCATGCGGTAAGGCACCTAAAACCATTCTCTCTAATTTACAACCCT
ATGGTTTTAGGTGCCTTACCGCATGGGCAGCGGCCGCGAGAAC
CCATGGGGCAGCGTATGGACAACCATTCTCTCTAATTTACAACCCT
AATGGTTGTCCATACGCTGCCCCATGGGCAGCGGCCGCGAGAAC
ATGCGGCAGCGTCGGGACAGACATTCTCTCTAATTTACAACCCTCGA
GAATGTCTGTCCCGACGCTGCCGCATGGGCAGCGGCCGCGAGAAC
GTTCCCGTACTTATCGCATGGGCAGCGGCCGCGAGA

ATGCGATAAGTACGGGAACTATGTTCTCTCTAATTTACAACCCTCGATC

CCCATGCGGCAATTTCGGGATCTACATTCTCTCTAATTTACAACCCTCGATC

AATGTAGATCCCGAAATTGCCGCATGGGCAGCGGCCGCGAGAACCCC
TTCCCTCCCTTGACGCATGGGCAGCGGCCGCGAGAA
CCATGCGTCAAGGGAGGGAATGCGATTCTCTCTAATTTACAACCC
GAATCGAGAATTCGTCGCTGCCGCATGGGCAGCGGCC

CCGCTGCCCATGCGGCAGCGACGAATTCTCGATTCTCTCTAATTTACAACCC

Description

Fw promoter MpARF2

Rv promoter MpARF2

Fw A2 CDS to clone into pA2_Xbal_mNG
Rv PB1 to clone into pA2_Xbal_mNG

Fw E297K mutation and assemble into Xbal site
of pA2_Xbal_mNG

Rv E297K mutation into Xbal site of
pA2_Xbal_mNG

Fw R300Q mutation into Xbal site of
pA2_Xbal_mNG

Rv R300Q mutation into Xbal site of
pA2_Xbal_mNG

Fw E297K + R300Q into Xbal site of
pA2_Xbal_mNG together with PB1 rev

Rv E297K + R300Q into Xbal site of
pA2_Xbal_mNG together with A2 start fw
Fw S299N mutation into Xbal site of
pA2_Xbal_mNG

Rv S299N mutation into Xbal site of
pA2_Xbal_mNG

Rv A2 AD (DBD end) to clone into
pA2_Xbal_mNG

Fw A2 DBD to add SV40 NLS at N-terminus

Fw SV40 NLS to clone into Xbal of plasmid
pGWB100 pA2_Xbal_mNG
Rv R300Q mutation into Xbal pA2_Xbal_mNG

Fw R300Q mutation into Xbal pA2_Xbal_mNG
Fw SV40 overhang into xbal with nls

Rv MpA2 MR overhang into xbal with nls

Rv MpA2 PB1 overhang into xbal with nls

Rv swap degron MpARF3 into MpARF2 DBD
longer overhang
Fw swap motif MpARF3 in MpARF2 DBD

Fw swap motif MeARFab in MpARF2 DBD
Rv swap motif MeARFab in MpARF2 DBD
Fw swap motif CsARFab in MpARF2 DBD
Rv swap motif CsARFab in MpARF2 DBD
Fw swap motif SCARFab in MpARF2 DBD
Rv swap motif SCARFab in MpARF2 DBD
Fw swap motif CmARFabc in MpARF2 DBD
Rv swap motif CmARFabc in MpARF2 DBD
Rv swap motif AtARF2 in MpARF2 DBD

Fw swap motif AtARF2 in MpARF2 DBD

Fw swap motif SMARF2 in MpARF2 DBD
Rv swap motif SmARF2 in MpARF2 DBD
Rv swap motif PpPARF2 in MpARF2 DBD

Fw swap motif PPARF2 in MpARF2 DBD
Rv swap motif MpARF1 in MpARF2 DBD
Fw swap motif MpARF1 in MpARF2 DBD





