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Supplementary Figure 1. Sample metadata distributions. Overview of the proportion of 

samples which were assigned to each variable investigated in the study. 

 

 



 

 
Supplementary Figure 2. Most abundant taxa in acetogenic and methanogenic cells. 

Taxa bars depicting the 25 most abundant Genera in (A) cathodic acetogenic communities 



(B) planktonic acetogenic communities (C) cathodic attached communities (D) and 

planktonic methanogenic communities, grouped by study. Others represents taxa outside of 

the top 25 

 

 

 

Supplementary Figure 3. Most abundant tax in inoculum. Taxa bars depicting the 25 

most abundant Genera in inoculum communities, grouped by inoculum type. Others 

represents taxa outside of the top 25 

 

 

 

 

 

Supplementary Figure 4. Alpha Diversity Indices; Pielou’s Evenness, Rarefied Richness 

and Shannon Entropy (Lines of significance depict significant differences as follows: * (p < 

0.05), ** (p < 0.01), or *** (p < 0.001) based on ANOVA) for samples from acetogenic and 

methanogenic MES cells, where samples are grouped by pre-treatment type. 

 



 

 

 

Supplementary Figure 5. (A) Alpha Diversity Indices, Pielou’s Evenness, Rarefied 

Richness and Shannon Entropy for planktonic acetogenic communities, grouped by the 

number of days of cell operation at which the sample was taken. In the boxplots, center value 

lines indicate the median, boxes indicate the lower/upper quartiles (25%/75%) and lines 

extending parallel from the boxes (whiskers) show the variability outside the upper and lower 

quartiles. (B) Normalized stochasticity ratio (NST) using Ružička metric and Taxa-Richness 

constraints of proportional-fixed (P-F) and proportional-proportional (P-P) which stipulates 

that the probabilities of taxa occurrence are proportional to the observed occurrence 

frequencies, and taxon richness in each sample is either fixed or proportional.







Methodology Justification 

The 25 most abundant genera in several larger studies from (A) individual biom files and (B) 

when they are part of the collated biom files are provided below to offer visual cues for 

assessing similarities. Additionally, for each of these studies we have performed a Mantel test 

by considering all the ASVs we obtained for individual studies and the ASVs we were able to 

resolve at sequence level (which could be found in the reference database). The Mantel test 

was calculated using Bray-Curtis distance to find the similarity between the same samples. 

The correlation values along with the significances are provided below. 



 

 (A) Individual biom file

 

(B) Collated biom file 

 

Supplementary Figure 8. Ragab et al 2019 (Mantel R = 0.997 p < 0.001 ***) 
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 (A) Individual biom file

 

(B) Collated biom file 

 

Supplementary Figure 9. Ragab et al 2020 (Mantel R = 0.993 p < 0.001 ***) 
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 (A) Individual biom file 

 

(B) Collated biom file 

 

Supplementary Figure 10. Dessi et al 2021 (Mantel R = 0.998 p < 0.001 ***) 
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 (A) Individual biom file

 

 (B) Collated biom file 

 

Supplementary Figure 11. Izadi et al 2020 (Mantel R = 0.996 p < 0.001 ***) 
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 (A) Individual biom file 

 

(B) Collated biom file

 

Supplementary Figure 12. Li et al 2020  (Mantel R = 0.997 p < 0.001 ***) 
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Bacteria;Synergistota;Synergistia;Synergistales;Synergistaceae;uncultured
Archaea;Euryarchaeota;Methanobacteria;Methanobacteriales;Methanobacteriaceae;Methanobrevibacter
Bacteria;Cloacimonadota;Cloacimonadia;Cloacimonadales;W27;W27
Bacteria;Bacteroidota;Chlorobia;Chlorobiales;Chlorobiaceae;Chlorobium
Bacteria;Actinobacteriota;Coriobacteriia;OPB41;OPB41;OPB41
Bacteria;Campilobacterota;Campylobacteria;Campylobacterales;Sulfurimonadaceae;Sulfuricurvum
Archaea;Halobacterota;Methanosarcinia;Methanosarciniales;Methanosaetaceae;Methanosaeta
Bacteria;Desulfobacterota;Desulfovibrionia;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio
Bacteria;Proteobacteria;Gammaproteobacteria;Burkholderiales;Methylophilaceae;Methylophilaceae
Bacteria;Bacteroidota;Ignavibacteria;Ignavibacteriales;Ignavibacteriaceae;Ignavibacterium
Bacteria;Bacteroidota;Bacteroidia;Sphingobacteriales;Lentimicrobiaceae;Lentimicrobium
Bacteria;Cloacimonadota;Cloacimonadia;Cloacimonadales;Cloacimonadaceae;Candidatus_Cloacimonas
Bacteria;Proteobacteria;Gammaproteobacteria;Salinisphaerales;Solimonadaceae;Solimonas
Bacteria;Bacteroidota;Bacteroidia;Sphingobacteriales;Lentimicrobiaceae;Lentimicrobiaceae
Bacteria;Thermotogota;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga
Bacteria;Cloacimonadota;Cloacimonadia;Cloacimonadales;Cloacimonadaceae;LNR_A2-18
Bacteria;Firmicutes;Bacilli;Izemoplasmatales;Izemoplasmataceae;Izemoplasmataceae
Archaea;Nanoarchaeota;Nanoarchaeia;Woesearchaeales;SCGC_AAA011-D5;SCGC_AAA011-D5
Archaea;Halobacterota;Methanomicrobia;Methanomicrobiales;Methanospirillaceae;Methanospirillum
Bacteria;Desulfobacterota;Desulfuromonadia;Geobacterales;Geobacteraceae;Geobacter
Bacteria;Proteobacteria;Gammaproteobacteria;Pseudomonadales;Moraxellaceae;Acinetobacter
Bacteria;Spirochaetota;Leptospirae;Leptospirales;Leptospiraceae;Leptonema
Bacteria;Desulfobacterota;Desulfomonilia;Desulfomonilales;Desulfomonilaceae;Desulfomonile
Bacteria;Firmicutes;Clostridia;Peptostreptococcales-Tissierellales;Acidaminobacteraceae;Acidaminobacter
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Bacteria;Proteobacteria;Gammaproteobacteria;Burkholderiales;Hydrogenophilaceae;uncultured
Archaea;Euryarchaeota;Methanobacteria;Methanobacteriales;Methanobacteriaceae;Methanobrevibacter
Bacteria;Cloacimonadota;Cloacimonadia;Cloacimonadales;W27;W27
Bacteria;Bacteroidota;Chlorobia;Chlorobiales;Chlorobiaceae;Chlorobium
Bacteria;Actinobacteriota;Coriobacteriia;OPB41;OPB41;OPB41
Bacteria;Campilobacterota;Campylobacteria;Campylobacterales;Sulfurimonadaceae;Sulfuricurvum
Archaea;Halobacterota;Methanosarcinia;Methanosarciniales;Methanosaetaceae;Methanosaeta
Bacteria;Desulfobacterota;Desulfovibrionia;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio
Bacteria;Proteobacteria;Gammaproteobacteria;Burkholderiales;Methylophilaceae;Methylophilaceae
Bacteria;Bacteroidota;Ignavibacteria;Ignavibacteriales;Ignavibacteriaceae;Ignavibacterium
Bacteria;Bacteroidota;Bacteroidia;Sphingobacteriales;Lentimicrobiaceae;Lentimicrobium
Bacteria;Cloacimonadota;Cloacimonadia;Cloacimonadales;Cloacimonadaceae;Candidatus_Cloacimonas
Bacteria;Proteobacteria;Gammaproteobacteria;Salinisphaerales;Solimonadaceae;Solimonas
Bacteria;Bacteroidota;Bacteroidia;Sphingobacteriales;Lentimicrobiaceae;Lentimicrobiaceae
Bacteria;Thermotogota;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga
Bacteria;Cloacimonadota;Cloacimonadia;Cloacimonadales;Cloacimonadaceae;LNR_A2-18
Bacteria;Firmicutes;Bacilli;Izemoplasmatales;Izemoplasmataceae;Izemoplasmataceae
Archaea;Nanoarchaeota;Nanoarchaeia;Woesearchaeales;SCGC_AAA011-D5;SCGC_AAA011-D5
Archaea;Halobacterota;Methanomicrobia;Methanomicrobiales;Methanospirillaceae;Methanospirillum
Bacteria;Desulfobacterota;Desulfuromonadia;Geobacterales;Geobacteraceae;Geobacter
Bacteria;Proteobacteria;Gammaproteobacteria;Pseudomonadales;Moraxellaceae;Acinetobacter
Bacteria;Spirochaetota;Leptospirae;Leptospirales;Leptospiraceae;Leptonema
Bacteria;Firmicutes;Clostridia;Peptostreptococcales-Tissierellales;Acidaminobacteraceae;Acidaminobacter
Bacteria;Desulfobacterota;Desulfomonilia;Desulfomonilales;Desulfomonilaceae;Desulfomonile
Others



 (A) Individual biom file

 

(B) Collated biom file

 

Supplementary Figure 13. Rovina Alsina et al 2020 (Mantel R = 0.983 p < 0.001 ***) 
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Bacteria;Firmicutes;Thermoanaerobacteria;Thermoanaerobacterales;Thermoanaerobacteraceae;Caloribacterium
Bacteria;Proteobacteria;Gammaproteobacteria;Burkholderiales;Hydrogenophilaceae;Tepidiphilus
Bacteria;Firmicutes;Desulfotomaculia;Desulfotomaculales;Desulfotomaculales;Desulfotomaculum
Bacteria;Firmicutes;Thermovenabulia;Thermovenabulales;Thermovenabulales;Tepidanaerobacter
Bacteria;Firmicutes;Clostridia;Clostridiales;Caloramatoraceae;Caloramator
Bacteria;Proteobacteria;Gammaproteobacteria;Burkholderiales;Rhodocyclaceae;uncultured
Bacteria;Proteobacteria;Gammaproteobacteria;Burkholderiales;Burkholderiaceae;Burkholderia-Caballeronia-Paraburkholderia
Bacteria;Firmicutes;Bacilli;Thermicanales;Thermicanaceae;Thermicanus
Bacteria;Firmicutes;TTA-B61;TTA-B61;TTA-B61;TTA-B61
Bacteria;Bacteroidota;Bacteroidia;Sphingobacteriales;Lentimicrobiaceae;Lentimicrobium
Bacteria;Firmicutes;Incertae_Sedis;DTU014;DTU014;DTU014
Bacteria;Proteobacteria;Gammaproteobacteria;Pseudomonadales;Moraxellaceae;Alkanindiges
Bacteria;Synergistota;Synergistia;Synergistales;Synergistaceae;Acetomicrobium
Bacteria;Proteobacteria;Gammaproteobacteria;Pseudomonadales;Pseudomonadaceae;Pseudomonas
Bacteria;Firmicutes;Thermoanaerobacteria;Thermoanaerobacterales;Family_III;Thermoanaerobacterium
Bacteria;Proteobacteria;Alphaproteobacteria;Rhizobiales;Beijerinckiaceae;Chelatococcus
Bacteria;Deferribacterota;Deferribacteres;Deferribacterales;Deferribacteraceae;Calditerrivibrio
Bacteria;Firmicutes;Desulfotomaculia;Desulfotomaculales;Desulfotomaculales;Desulfofundulus
Bacteria;Desulfobacterota;Desulfovibrionia;Desulfovibrionales;Desulfomicrobiaceae;Desulfomicrobium
Bacteria;Coprothermobacterota;Coprothermobacteria;Coprothermobacterales;Coprothermobacteraceae;Coprothermobacter
Bacteria;Nitrospirota;Thermodesulfovibrionia;Thermodesulfovibrionales;Thermodesulfovibrionaceae;Thermodesulfovibrio
Bacteria;Firmicutes;Symbiobacteriia;Symbiobacteriales;Symbiobacteraceae;Symbiobacterium
Bacteria;Firmicutes;Bacilli;Bacillales;Bacillaceae;Bacillus
Bacteria;Firmicutes;Bacilli;Alicyclobacillales;Alicyclobacillaceae;Effusibacillus
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Bacteria;Firmicutes;Thermoanaerobacteria;Thermoanaerobacterales;Thermoanaerobacteraceae;Caloribacterium
Bacteria;Proteobacteria;Gammaproteobacteria;Burkholderiales;Hydrogenophilaceae;Tepidiphilus
Bacteria;Firmicutes;Desulfotomaculia;Desulfotomaculales;Desulfotomaculales;Desulfotomaculum
Bacteria;Firmicutes;Thermovenabulia;Thermovenabulales;Thermovenabulales;Tepidanaerobacter
Bacteria;Firmicutes;Clostridia;Clostridiales;Caloramatoraceae;Caloramator
Bacteria;Synergistota;Synergistia;Synergistales;Synergistaceae;uncultured
Bacteria;Proteobacteria;Gammaproteobacteria;Burkholderiales;Burkholderiaceae;Burkholderia-Caballeronia-Paraburkholderia
Bacteria;Firmicutes;Bacilli;Thermicanales;Thermicanaceae;Thermicanus
Bacteria;Firmicutes;TTA-B61;TTA-B61;TTA-B61;TTA-B61
Bacteria;Bacteroidota;Bacteroidia;Sphingobacteriales;Lentimicrobiaceae;Lentimicrobium
Bacteria;Firmicutes;Incertae_Sedis;DTU014;DTU014;DTU014
Bacteria;Proteobacteria;Gammaproteobacteria;Pseudomonadales;Moraxellaceae;Alkanindiges
Bacteria;Synergistota;Synergistia;Synergistales;Synergistaceae;Acetomicrobium
Bacteria;Proteobacteria;Gammaproteobacteria;Pseudomonadales;Pseudomonadaceae;Pseudomonas
Bacteria;Firmicutes;Thermoanaerobacteria;Thermoanaerobacterales;Family_III;Thermoanaerobacterium
Bacteria;Proteobacteria;Alphaproteobacteria;Rhizobiales;Beijerinckiaceae;Chelatococcus
Bacteria;Deferribacterota;Deferribacteres;Deferribacterales;Deferribacteraceae;Calditerrivibrio
Bacteria;Firmicutes;Desulfotomaculia;Desulfotomaculales;Desulfotomaculales;Desulfofundulus
Bacteria;Desulfobacterota;Desulfovibrionia;Desulfovibrionales;Desulfomicrobiaceae;Desulfomicrobium
Bacteria;Coprothermobacterota;Coprothermobacteria;Coprothermobacterales;Coprothermobacteraceae;Coprothermobacter
Bacteria;Nitrospirota;Thermodesulfovibrionia;Thermodesulfovibrionales;Thermodesulfovibrionaceae;Thermodesulfovibrio
Bacteria;Firmicutes;Symbiobacteriia;Symbiobacteriales;Symbiobacteraceae;Symbiobacterium
Bacteria;Firmicutes;Bacilli;Bacillales;Bacillaceae;Bacillus
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Others



 (A) Individual biom file

 

(B) Collated biom file

 

Supplementary Figure 14. Bian et al 2021 (Mantel R = 0.998 p < 0.001 ***) 
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Archaea;Euryarchaeota;Methanobacteria;Methanobacteriales;Methanobacteriaceae;Methanobacterium
Bacteria;Firmicutes;Clostridia;Eubacteriales;Eubacteriaceae;Acetobacterium
Bacteria;Desulfobacterota;Desulfuromonadia;Geobacterales;Geobacteraceae;Geobacter
Bacteria;Proteobacteria;Gammaproteobacteria;Pseudomonadales;Pseudomonadaceae;Pseudomonas
Bacteria;Firmicutes;Negativicutes;Veillonellales-Selenomonadales;Sporomusaceae;Sporomusa
Bacteria;Chloroflexi;Anaerolineae;Anaerolineales;Anaerolineaceae;uncultured
Bacteria;Firmicutes;Clostridia;Lachnospirales;Lachnospiraceae;Lachnoclostridium
Bacteria;Desulfobacterota;Desulfovibrionia;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio
Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Enterobacteriaceae;Enterobacter
Bacteria;Firmicutes;Incertae_Sedis;DTU014;DTU014;DTU014
Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Enterobacteriaceae;Salmonella
Bacteria;Chloroflexi;Anaerolineae;SBR1031;SBR1031;SBR1031
Bacteria;Bacteroidota;Bacteroidia;Bacteroidales;Dysgonomonadaceae;Petrimonas
Bacteria;Proteobacteria;Gammaproteobacteria;Burkholderiales;Comamonadaceae;Thiomonas
Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Enterobacteriaceae;Escherichia-Shigella
Bacteria;Firmicutes;Clostridia;Lachnospirales;Lachnospiraceae;Anaerostignum
Bacteria;Synergistota;Synergistia;Synergistales;Synergistaceae;Aminiphilus
Bacteria;WPS-2;WPS-2;WPS-2;WPS-2;WPS-2
Bacteria;Thermotogota;Thermotogae;Petrotogales;Petrotogaceae;AUTHM297
Bacteria;Bacteroidota;Bacteroidia;Bacteroidales;Williamwhitmaniaceae;Blvii28_wastewater-sludge_group
Bacteria;Bacteroidota;Bacteroidia;Sphingobacteriales;Lentimicrobiaceae;Lentimicrobium
Bacteria;Thermotogota;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga
Bacteria;Proteobacteria;Gammaproteobacteria;Burkholderiales;Rhodocyclaceae;Thauera
Bacteria;Synergistota;Synergistia;Synergistales;Synergistaceae;Syner-01
Bacteria;Proteobacteria;Gammaproteobacteria;Burkholderiales;Rhodocyclaceae;Azospira
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Bacteria;Firmicutes;Clostridia;Eubacteriales;Eubacteriaceae;Acetobacterium
Bacteria;Desulfobacterota;Desulfuromonadia;Geobacterales;Geobacteraceae;Geobacter
Bacteria;Proteobacteria;Gammaproteobacteria;Pseudomonadales;Pseudomonadaceae;Pseudomonas
Bacteria;Synergistota;Synergistia;Synergistales;Synergistaceae;uncultured
Bacteria;Firmicutes;Negativicutes;Veillonellales-Selenomonadales;Sporomusaceae;Sporomusa
Bacteria;Firmicutes;Clostridia;Lachnospirales;Lachnospiraceae;Lachnoclostridium
Bacteria;Desulfobacterota;Desulfovibrionia;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio
Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Enterobacteriaceae;Enterobacter
Bacteria;Firmicutes;Incertae_Sedis;DTU014;DTU014;DTU014
Bacteria;Chloroflexi;Anaerolineae;SBR1031;SBR1031;SBR1031
Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Enterobacteriaceae;Salmonella
Bacteria;Bacteroidota;Bacteroidia;Bacteroidales;Dysgonomonadaceae;Petrimonas
Bacteria;Proteobacteria;Gammaproteobacteria;Burkholderiales;Comamonadaceae;Thiomonas
Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Enterobacteriaceae;Escherichia-Shigella
Bacteria;Synergistota;Synergistia;Synergistales;Synergistaceae;Aminiphilus
Bacteria;Firmicutes;Clostridia;Lachnospirales;Lachnospiraceae;Anaerostignum
Bacteria;WPS-2;WPS-2;WPS-2;WPS-2;WPS-2
Bacteria;Bacteroidota;Bacteroidia;Sphingobacteriales;Lentimicrobiaceae;Lentimicrobium
Bacteria;Thermotogota;Thermotogae;Petrotogales;Petrotogaceae;AUTHM297
Bacteria;Bacteroidota;Bacteroidia;Bacteroidales;Williamwhitmaniaceae;Blvii28_wastewater-sludge_group
Bacteria;Thermotogota;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga
Bacteria;Proteobacteria;Gammaproteobacteria;Burkholderiales;Rhodocyclaceae;Thauera
Bacteria;Synergistota;Synergistia;Synergistales;Synergistaceae;Syner-01
Bacteria;Proteobacteria;Gammaproteobacteria;Burkholderiales;Rhodocyclaceae;Azospira
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Supplementary l Figure 15. Perona-Vico et al 2019 (Mantel R = 0.999 p < 0.001 ***) 
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Archaea;Euryarchaeota;Methanobacteria;Methanobacteriales;Methanobacteriaceae;Methanobacterium
Bacteria;Cyanobacteria;Cyanobacteriia;Cyanobacteriales;Chroococcidiopsaceae;uncultured
Bacteria;Desulfobacterota;Desulfovibrionia;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio
Bacteria;Bacteroidota;Bacteroidia;Sphingobacteriales;Lentimicrobiaceae;Lentimicrobium
Bacteria;Proteobacteria;Alphaproteobacteria;Rhizobiales;Beijerinckiaceae;Methylocystis
Bacteria;Campilobacterota;Campylobacteria;Campylobacterales;Sulfurospirillaceae;Sulfurospirillum
Bacteria;Synergistota;Synergistia;Synergistales;Synergistaceae;Aminivibrio
Archaea;Euryarchaeota;Methanobacteria;Methanobacteriales;Methanobacteriaceae;Methanobrevibacter
Bacteria;Firmicutes;Negativicutes;Veillonellales-Selenomonadales;Sporomusaceae;Sporomusa
Bacteria;Proteobacteria;Gammaproteobacteria;Burkholderiales;Comamonadaceae;Aquabacterium
Bacteria;Proteobacteria;Gammaproteobacteria;Methylococcales;Methylomonadaceae;Methylomonas
Bacteria;Proteobacteria;Gammaproteobacteria;Burkholderiales;Methylophilaceae;Methylotenera
Bacteria;Bacteroidota;Bacteroidia;Flavobacteriales;Weeksellaceae;Chryseobacterium
Bacteria;Desulfobacterota;Desulfuromonadia;Geobacterales;Geobacteraceae;Trichlorobacter
Bacteria;Synergistota;Synergistia;Synergistales;Synergistaceae;JGI-0000079-D21
Bacteria;Firmicutes;Clostridia;Peptostreptococcales-Tissierellales;Peptostreptococcaceae;Acetoanaerobium
Bacteria;Desulfobacterota;Desulfuromonadia;Geobacterales;Geobacteraceae;Geobacter
Bacteria;Proteobacteria;Alphaproteobacteria;Rhodospirillales;Magnetospirillaceae;Magnetospirillum
Bacteria;Proteobacteria;Alphaproteobacteria;Rhizobiales;Xanthobacteraceae;Xanthobacter
Bacteria;Proteobacteria;Gammaproteobacteria;Burkholderiales;Rhodocyclaceae;Azonexus
Bacteria;Bacteroidota;Bacteroidia;Bacteroidales;Dysgonomonadaceae;Petrimonas
Bacteria;Proteobacteria;Gammaproteobacteria;Pseudomonadales;Moraxellaceae;Acinetobacter
Bacteria;Campilobacterota;Campylobacteria;Campylobacterales;Sulfurimonadaceae;Sulfuricurvum
Bacteria;Proteobacteria;Gammaproteobacteria;Xanthomonadales;Xanthomonadaceae;Lysobacter
Bacteria;Proteobacteria;Gammaproteobacteria;Burkholderiales;Burkholderiaceae;Burkholderia-Caballeronia-Paraburkholderia
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Bacteria;Desulfobacterota;Desulfovibrionia;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio
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Bacteria;Proteobacteria;Gammaproteobacteria;Pseudomonadales;Moraxellaceae;Acinetobacter
Bacteria;Campilobacterota;Campylobacteria;Campylobacterales;Sulfurimonadaceae;Sulfuricurvum
Bacteria;Proteobacteria;Gammaproteobacteria;Xanthomonadales;Xanthomonadaceae;Lysobacter
Bacteria;Proteobacteria;Gammaproteobacteria;Burkholderiales;Burkholderiaceae;Burkholderia-Caballeronia-Paraburkholderia
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Enrichment of Marinobacter sp. and 

halophilic homoacetogens at the biocathode of microbial 

electrosynthesis system inoculated with red sea brine pool 

2019 Frontiers in 
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Enrichment of salt-tolerant CO2–fixing communities in 

microbial electrosynthesis systems using porous ceramic 
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Bian et al. Resistance assessment of microbial electrosynthesis for 

biochemical production to changes in delivery methods and 

CO2 flow rates 
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hydrogen-free electron transfer within methanogenic biofilm 

of microbial electrosynthesis 

2020 Applied and 
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Izadi et al. Enhanced bio-production from CO2 by microbial 

electrosynthesis (MES) with continuous operational mode 
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Izadi et al. The effect of the polarised cathode, formate and ethanol on 

chain elongation of acetate in microbial electrosynthesis 
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Li et al. Startup cathode potentials determine electron transfer 

behaviours of biocathodes catalysing CO2 reduction to CH4 

in microbial electrosynthesis 
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utilization 

10.1016/j.jcou.2019.09.013 PRJDB8094 
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a bioelectrochemical power-to-gas prototype 
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energy research 
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Ragab et al. Evidence of spatial homogeneity in an electromethanogenic 

cathodic microbial community 
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Thermophilic bio-electro CO2 recycling into organic 
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dioxide reduction on biocathodes 
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