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—— Significant feature-associated regions

Absence of speech
Absence of speech
Full language
50+ words
I No ASD
Gastroesophageal reflux
Walk late
Macrocephaly
Tall stature —
Neonatal hypotonia
Abnormal reflexes
Dysplastic toenails
Facial assymetry
Large hands
Hairpulling
Short stature
Male genital anomalies
Ophthalmic features
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