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Supplementary Figure 1. Systemic Administration ofExerVs Do Not Alter Protein Synthesis in
Gastrocnemius Muscle. Plasma was collected and EVs were isolated from humans before (EV) and after exercise
training (ExerV). PBS (vehicle control), EVs, and ExerVs were intraperitoneally injected into recipient mice
(C57BL/6J, 4 mo-old, male) twice per week for 2 weeks during hindlimb suspension, then gastrocnemius muscles
were evaluated for (A,B) weight, (C) myofibrillar FSR, (D) myofibrillar FBR, and (E) mitochondrial FSR.
n=10/group. All values expressed as mean + SD. *pP<0.05.



Supplementary Table 1. EV Proteomic Data — Proteins Unique to ExerVs

Accession

Description

Q05682 | CALD1_HUMAN

Caldesmon OS=Homo sapiens 0X=9606 GN=CALD1 PE=1 SV=3

P07237 | PDIA1_HUMAN

Protein disulfide-isomerase OS=Homo sapiens OX=9606 GN=P4HB
PE=1SV=3

Q14766 | LTBP1_HUMAN

Latent-transforming growth factor beta-binding protein 1 OS=Homo
sapiens OX=9606 GN=LTBP1 PE=1 SV=4

P00451 | FAS_HUMAN

Coagulation factor VIIl 0S=Homo sapiens OX=9606 GN=F8 PE=1
sv=1

Q93084 | AT2A3_HUMAN

Sarcoplasmic/endoplasmic reticulum calcium ATPase 3 OS=Homo
sapiens OX=9606 GN=ATP2A3 PE=1 SV=3

Q15833 | STXB2_HUMAN

Syntaxin-binding protein 2 0S=Homo sapiens OX=9606 GN=STXBP2
PE=1SV=2

P23284 | PPIB_HUMAN

Peptidyl-prolyl cis-trans isomerase B OS=Homo sapiens OX=9606
GN=PPIB PE=1 SV=2

P06576 | ATPB_HUMAN

ATP synthase subunit beta, mitochondrial 0S=Homo sapiens
0X=9606 GN=ATP5F1B PE=1 SV=3

P16284 | PECA1_HUMAN

Platelet endothelial cell adhesion molecule OS=Homo sapiens
0X=9606 GN=PECAM1 PE=1 SV=2

P48735 | IDHP_HUMAN

Isocitrate dehydrogenase [NADP], mitochondrial OS=Homo sapiens
0OX=9606 GN=IDH2 PE=1 SV=2

P12931 | SRC_HUMAN

Proto-oncogene tyrosine-protein kinase Src OS=Homo sapiens
0OX=9606 GN=SRC PE=1 SV=3

P14923 | PLAK_HUMAN

Junction plakoglobin OS=Homo sapiens OX=9606 GN=JUP PE=1
Sv=3

P61160 | ARP2_HUMAN

Actin-related protein 2 OS=Homo sapiens OX=9606 GN=ACTR2 PE=1
Sv=1

043790 | KRT86_HUMAN

Keratin, type Il cuticular Hb6 OS=Homo sapiens OX=9606 GN=KRT86
PE=1Sv=1

Q9UJU6 | DBNL_HUMAN

Drebrin-like protein OS=Homo sapiens OX=9606 GN=DBNL PE=1
Sv=1

P18054 | LOX12_HUMAN

Polyunsaturated fatty acid lipoxygenase ALOX12 OS=Homo sapiens
0X=9606 GN=ALOX12 PE=1 SV=4




Q99497 | PARK7_HUMAN

Parkinson disease protein 7 0S=Homo sapiens OX=9606 GN=PARK7
PE=1SVv=2

P25705 | ATPA_HUMAN

ATP synthase subunit alpha, mitochondrial 0S=Homo sapiens
0OX=9606 GN=ATP5F1A PE=1 SV=1

P11234 | RALB_HUMAN

Ras-related protein Ral-B OS=Homo sapiens OX=9606 GN=RALB
PE=1SV=1

P07203 | GPX1_HUMAN

Glutathione peroxidase 1 OS=Homo sapiens OX=9606 GN=GPX1
PE=1SV=4

P10644 | KAPO_HUMAN

cAMP-dependent protein kinase type |-alpha regulatory subunit
0S=Homo sapiens OX=9606 GN=PRKAR1A PE=1 SV=1

Q76LX8 | ATS13_HUMAN

A disintegrin and metalloproteinase with thrombospondin motifs 13
0OS=Homo sapiens OX=9606 GN=ADAMTS13 PE=1 SV=1

P11216 | PYGB_HUMAN

Glycogen phosphorylase, brain form OS=Homo sapiens OX=9606
GN=PYGB PE=1 SV=5

P50148 | GNAQ_HUMAN

Guanine nucleotide-binding protein G(q) subunit alpha OS=Homo
sapiens OX=9606 GN=GNAQ PE=1 SV=4

015144 | ARPC2_HUMAN

Actin-related protein 2/3 complex subunit 2 OS=Homo sapiens
0OX=9606 GN=ARPC2 PE=1 SV=1

Q71576 | CYFP1_HUMAN

Cytoplasmic FMR1-interacting protein 1 OS=Homo sapiens OX=9606
GN=CYFIP1 PE=1 SV=1

P55058 | PLTP_HUMAN

Phospholipid transfer protein OS=Homo sapiens OX=9606 GN=PLTP
PE=1SV=1

P37840 | SYUA_HUMAN

Alpha-synuclein OS=Homo sapiens OX=9606 GN=SNCA PE=1 SV=1

075558 | STX11_HUMAN

Syntaxin-11 OS=Homo sapiens OX=9606 GN=STX11 PE=1 SV=1

P07384 | CAN1_HUMAN

Calpain-1 catalytic subunit OS=Homo sapiens OX=9606 GN=CAPN1
PE=1SVv=1

Q8WW?z8 | OIT3_HUMAN

Oncoprotein-induced transcript 3 protein OS=Homo sapiens
0OX=9606 GN=0IT3 PE=1 SV=2

P30740 | ILEU_HUMAN

Leukocyte elastase inhibitor OS=Homo sapiens OX=9606
GN=SERPINB1 PE=1 SV=1

P30153 | 2AAA_HUMAN

Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit
A alpha isoform OS=Homo sapiens OX=9606 GN=PPP2R1A PE=1
sv=4

P08758 | ANXA5_HUMAN

Annexin A5 OS=Homo sapiens OX=9606 GN=ANXA5 PE=1 SV=2




P78386 | KRT85_HUMAN

Keratin, type Il cuticular Hb5 OS=Homo sapiens OX=9606 GN=KRT85
PE=1Sv=1

Q8N1N4 | K2C78_HUMAN

Keratin, type Il cytoskeletal 78 OS=Homo sapiens OX=9606
GN=KRT78 PE=1 SV=2

000161 | SNP23_HUMAN

Synaptosomal-associated protein 23 OS=Homo sapiens OX=9606
GN=SNAP23 PE=1 SV=1

P26447 | S10A4_HUMAN

Protein S100-A4 OS=Homo sapiens OX=9606 GN=S100A4 PE=1 SV=1

015117 | FYB1_HUMAN

FYN-binding protein 1 OS=Homo sapiens OX=9606 GN=FYB1 PE=1
SvV=2

P19971 | TYPH_HUMAN

Thymidine phosphorylase OS=Homo sapiens OX=9606 GN=TYMP
PE=1SV=2

Q55Q64 | LY66F_HUMAN

Lymphocyte antigen 6 complex locus protein G6f OS=Homo sapiens
0OX=9606 GN=LY6G6F PE=1 SV=2

Q15762 | CD226_HUMAN

CD226 antigen OS=Homo sapiens OX=9606 GN=CD226 PE=1 SV=2

P11413 | G6PD_HUMAN

Glucose-6-phosphate 1-dehydrogenase OS=Homo sapiens OX=9606
GN=G6PD PE=1 SV=4

P17987 | TCPA_HUMAN

T-complex protein 1 subunit alpha OS=Homo sapiens OX=9606
GN=TCP1 PE=1Sv=1

Q86YWS5 | TRML1_HUMAN

Trem-like transcript 1 protein OS=Homo sapiens OX=9606
GN=TREML1 PE=1 SV=2

P47755 | CAZA2_HUMAN

F-actin-capping protein subunit alpha-2 OS=Homo sapiens OX=9606
GN=CAPZA2 PE=1 SV=3

P10809 | CH60_HUMAN

60 kDa heat shock protein, mitochondrial 0S=Homo sapiens
0OX=9606 GN=HSPD1 PE=1 SV=2

P78371 | TCPB_HUMAN

T-complex protein 1 subunit beta OS=Homo sapiens OX=9606
GN=CCT2 PE=1SV=4

Q9Y277 | VDAC3_HUMAN

Voltage-dependent anion-selective channel protein 3 OS=Homo
sapiens OX=9606 GN=VDAC3 PE=1 SV=1

P15259 | PGAM2_HUMAN

Phosphoglycerate mutase 2 OS=Homo sapiens OX=9606
GN=PGAM?2 PE=1SV=3

P18669 | PGAM1_HUMAN

Phosphoglycerate mutase 1 OS=Homo sapiens OX=9606
GN=PGAM1 PE=1 SV=2

POCG48 | UBC_HUMAN

Polyubiquitin-C OS=Homo sapiens OX=9606 GN=UBC PE=1 SV=3




POCG47 | UBB_HUMAN

Polyubiquitin-B OS=Homo sapiens OX=9606 GN=UBB PE=1 SV=1

P62987 | RL40_HUMAN

Ubiquitin-ribosomal protein eL40 fusion protein OS=Homo sapiens
0X=9606 GN=UBA52 PE=1 SV=2

P62979 | RS27A_HUMAN

Ubiquitin-ribosomal protein eS31 fusion protein OS=Homo sapiens
0OX=9606 GN=RPS27A PE=1 SV=2

P13747 | HLAE_HUMAN

HLA class | histocompatibility antigen, alpha chain E OS=Homo
sapiens OX=9606 GN=HLA-E PE=1 SV=4

P16109 | LYAM3_HUMAN

P-selectin OS=Homo sapiens OX=9606 GN=SELP PE=1 SV=3

Q01813 | PFKAP_HUMAN

ATP-dependent 6-phosphofructokinase, platelet type OS=Homo
sapiens OX=9606 GN=PFKP PE=1 SV=2

P06737 | PYGL_HUMAN

Glycogen phosphorylase, liver form OS=Homo sapiens OX=9606
GN=PYGL PE=1 SV=4

Q14644 | RASA3_HUMAN

Ras GTPase-activating protein 3 OS=Homo sapiens OX=9606
GN=RASA3 PE=1 SV=3

Q6IBSO | TWF2_HUMAN

Twinfilin-2 OS=Homo sapiens OX=9606 GN=TWF2 PE=1 SV=2

Q14697 | GANAB_HUMAN

Neutral alpha-glucosidase AB OS=Homo sapiens OX=9606
GN=GANAB PE=1 SV=3

Q15746 | MYLK_HUMAN

Myosin light chain kinase, smooth muscle OS=Homo sapiens
0X=9606 GN=MYLK PE=1 SV=4

Q02818 | NUCB1_HUMAN

Nucleobindin-1 OS=Homo sapiens 0X=9606 GN=NUCB1 PE=1 SV=4

P51572 | BAP31_HUMAN

B-cell receptor-associated protein 31 OS=Homo sapiens OX=9606
GN=BCAP31 PE=1 SV=3

014745 | NHRF1_HUMAN

Na(+)/H(+) exchange regulatory cofactor NHE-RF1 OS=Homo
sapiens OX=9606 GN=NHERF1 PE=1 SV=4

Q15907 | RB11B_HUMAN

Ras-related protein Rab-11B OS=Homo sapiens OX=9606
GN=RAB11B PE=1 SV=4

QINQC3 | RTN4_HUMAN

Reticulon-4 OS=Homo sapiens OX=9606 GN=RTN4 PE=1 SV=2

P30273 | FCERG_HUMAN

High affinity immunoglobulin epsilon receptor subunit gamma
0OS=Homo sapiens OX=9606 GN=FCER1G PE=1 SV=1

P62942 | FKB1A_HUMAN

Peptidyl-prolyl cis-trans isomerase FKBP1A OS=Homo sapiens
0X=9606 GN=FKBP1A PE=1 SV=2

000429 | DNM1L_HUMAN

Dynamin-1-like protein OS=Homo sapiens OX=9606 GN=DNM1L
PE=1SV=2




P58546 | MTPN_HUMAN

Myotrophin OS=Homo sapiens OX=9606 GN=MTPN PE=1 SV=2

Q6KB66 | K2€C80_HUMAN

Keratin, type Il cytoskeletal 80 OS=Homo sapiens OX=9606
GN=KRT80 PE=1 SV=2

P02748 | CO9_HUMAN

Complement component C9 OS=Homo sapiens OX=9606 GN=C9
PE=1SV=2

P24557 | THAS_HUMAN

Thromboxane-A synthase OS=Homo sapiens OX=9606 GN=TBXAS1
PE=1SV=3

Q70J99 | UN13D_HUMAN

Protein unc-13 homolog D OS=Homo sapiens OX=9606 GN=UNC13D
PE=1SVv=1

P42025 | ACTY_HUMAN

Beta-centractin OS=Homo sapiens OX=9606 GN=ACTR1B PE=1 SV=1

P61163 | ACTZ_HUMAN

Alpha-centractin OS=Homo sapiens OX=9606 GN=ACTR1A PE=1
Sv=1

Q16851 | UGPA_HUMAN

UTP--glucose-1-phosphate uridylyltransferase OS=Homo sapiens
0X=9606 GN=UGP2 PE=1 SV=5

P06241 | FYN_HUMAN

Tyrosine-protein kinase Fyn OS=Homo sapiens OX=9606 GN=FYN
PE=1SV=3

P40227 | TCPZ_HUMAN

T-complex protein 1 subunit zeta OS=Homo sapiens OX=9606
GN=CCT6A PE=1 SV=3

Q14019 | COTL1_HUMAN

Coactosin-like protein OS=Homo sapiens OX=9606 GN=COTL1 PE=1
Sv=3

P68104 | EF1A1_HUMAN

Elongation factor 1-alpha 1 OS=Homo sapiens OX=9606 GN=EEF1A1
PE=1Sv=1

Q5VTEO | EFIA3_HUMAN

Putative elongation factor 1-alpha-like 3 OS=Homo sapiens
OX=9606 GN=EEF1A1P5 PE=5 Sv=1

Q9Y624 | JAM1_HUMAN

Junctional adhesion molecule A OS=Homo sapiens OX=9606
GN=F11R PE=1SV=1

P01137 | TGFB1_HUMAN

Transforming growth factor beta-1 proprotein OS=Homo sapiens
0OX=9606 GN=TGFB1 PE=1 SV=2

A6NMY6 | AXA2L_HUMAN

Putative annexin A2-like protein OS=Homo sapiens OX=9606
GN=ANXA2P2 PE=5 SV=2

P07355 | ANXA2_HUMAN

Annexin A2 OS=Homo sapiens OX=9606 GN=ANXA2 PE=1 SV=2

P04632 | CPNS1_HUMAN

Calpain small subunit 1 OS=Homo sapiens OX=9606 GN=CAPNS1
PE=1Sv=1




094919 | ENDD1_HUMAN

Endonuclease domain-containing 1 protein OS=Homo sapiens
0X=9606 GN=ENDOD1 PE=1 SV=2

Q99832 | TCPH_HUMAN

T-complex protein 1 subunit eta OS=Homo sapiens OX=9606
GN=CCT7 PE=1 SV=2

Q8IZPO | ABI1_HUMAN

Abl interactor 1 OS=Homo sapiens OX=9606 GN=ABI1 PE=1 SV=4

Q27J81 | INF2_HUMAN

Inverted formin-2 OS=Homo sapiens OX=9606 GN=INF2 PE=1 SV=2

Q92686 | NEUG_HUMAN

Neurogranin OS=Homo sapiens OX=9606 GN=NRGN PE=1 SV=1

000501 | CLD5_HUMAN

Claudin-5 OS=Homo sapiens OX=9606 GN=CLDN5 PE=1 SV=1

Q99952 | PTN18_HUMAN

Tyrosine-protein phosphatase non-receptor type 18 OS=Homo
sapiens OX=9606 GN=PTPN18 PE=1 SV=2

Q15019 | SEPT2_HUMAN

Septin-2 OS=Homo sapiens OX=9606 GN=SEPTIN2 PE=1 SV=1

Q8WUM4 | PDC6I_HUMAN

Programmed cell death 6-interacting protein OS=Homo sapiens
0OX=9606 GN=PDCD6IP PE=1 SV=1

P35611 | ADDA_HUMAN

Alpha-adducin OS=Homo sapiens 0X=9606 GN=ADD1 PE=1 SV=2

Q9NR12 | PDLI7_HUMAN

PDZ and LIM domain protein 7 OS=Homo sapiens OX=9606
GN=PDLIM7 PE=1 SV=1

Q15691 | MARE1_HUMAN

Microtubule-associated protein RP/EB family member 1 0S=Homo
sapiens OX=9606 GN=MAPRE1 PE=1 SV=3

P80723 | BASP1_HUMAN

Brain acid soluble protein 1 OS=Homo sapiens OX=9606 GN=BASP1
PE=1SVv=2

Q14847 | LASP1_HUMAN

LIM and SH3 domain protein 1 OS=Homo sapiens OX=9606
GN=LASP1 PE=1 SV=2

Q14141 | SEPT6_HUMAN

Septin-6 OS=Homo sapiens OX=9606 GN=SEPTIN6 PE=1 SV=4

Q96PE2 | ARHGH_HUMAN

Rho guanine nucleotide exchange factor 17 OS=Homo sapiens
0X=9606 GN=ARHGEF17 PE=1 SV=1

Q92882 | OSTF1_HUMAN

Osteoclast-stimulating factor 1 OS=Homo sapiens OX=9606
GN=0STF1 PE=1 SV=2

P51148 | RAB5C_HUMAN

Ras-related protein Rab-5C OS=Homo sapiens 0X=9606 GN=RAB5C
PE=1SV=2

P13501 | CCL5_HUMAN

C-C motif chemokine 5 OS=Homo sapiens 0OX=9606 GN=CCL5 PE=1
Sv=3




P36871 | PGM1_HUMAN

Phosphoglucomutase-1 OS=Homo sapiens OX=9606 GN=PGM1
PE=1SV=3

000139 | KIF2A_HUMAN

Kinesin-like protein KIF2A OS=Homo sapiens OX=9606 GN=KIF2A
PE=1SV=3

P53801 | PTTG_HUMAN

Pituitary tumor-transforming gene 1 protein-interacting protein
OS=Homo sapiens OX=9606 GN=PTTG1IP PE=1 SV=1

Q96DZ9 | CKLF5_HUMAN

CKLF-like MARVEL transmembrane domain-containing protein 5
0OS=Homo sapiens OX=9606 GN=CMTM5 PE=1 SV=2

P40926 | MDHM_HUMAN

Malate dehydrogenase, mitochondrial 0S=Homo sapiens OX=9606
GN=MDH2 PE=1 SV=3

P50991 | TCPD_HUMAN

T-complex protein 1 subunit delta OS=Homo sapiens OX=9606
GN=CCT4 PE=1SV=4

P36959 | GMPR1_HUMAN

GMP reductase 1 OS=Homo sapiens OX=9606 GN=GMPR PE=1 SV=1

Q9COH2 | TTYH3_HUMAN

Protein tweety homolog 3 OS=Homo sapiens OX=9606 GN=TTYH3
PE=1SV=3

075954 | TSN9_HUMAN

Tetraspanin-9 OS=Homo sapiens OX=9606 GN=TSPAN9 PE=1 SV=1

000560 | SDCB1_HUMAN

Syntenin-1 OS=Homo sapiens OX=9606 GN=SDCBP PE=1 SV=1

P23219 | PGH1_HUMAN

Prostaglandin G/H synthase 1 OS=Homo sapiens OX=9606
GN=PTGS1 PE=1 SV=2

P02753 | RET4_HUMAN

Retinol-binding protein 4 OS=Homo sapiens OX=9606 GN=RBP4
PE=1SV=3

Q3ZCW2 | LEGL_HUMAN

Galectin-related protein OS=Homo sapiens OX=9606 GN=LGALSL
PE=1SVv=2

P62826 | RAN_HUMAN

GTP-binding nuclear protein Ran OS=Homo sapiens OX=9606
GN=RAN PE=1SV=3

QINS28 | RGS18_HUMAN

Regulator of G-protein signaling 18 OS=Homo sapiens OX=9606
GN=RGS18 PE=1 SV=1

Q16836 | HCDH_HUMAN

Hydroxyacyl-coenzyme A dehydrogenase, mitochondrial 0S=Homo
sapiens OX=9606 GN=HADH PE=1 SV=3

Q07960 | RHGO1_HUMAN

Rho GTPase-activating protein 1 OS=Homo sapiens OX=9606
GN=ARHGAP1 PE=1 SV=1

Q04756 | HGFA_HUMAN

Hepatocyte growth factor activator OS=Homo sapiens OX=9606
GN=HGFAC PE=1 SV=1




P04843 | RPN1_HUMAN

Dolichyl-diphosphooligosaccharide--protein glycosyltransferase
subunit 1 OS=Homo sapiens OX=9606 GN=RPN1 PE=1 SV=1

P50990 | TCPQ_HUMAN

T-complex protein 1 subunit theta OS=Homo sapiens OX=9606
GN=CCT8 PE=1SV=4

Q9UQP3 | TENN_HUMAN

Tenascin-N OS=Homo sapiens OX=9606 GN=TNN PE=1 SV=2

095359 | TACC2_HUMAN

Transforming acidic coiled-coil-containing protein 2 0S=Homo
sapiens OX=9606 GN=TACC2 PE=1 SV=3

Q9H4X1 | RGCC_HUMAN

Regulator of cell cycle RGCC OS=Homo sapiens OX=9606 GN=RGCC
PE=1SVv=1

043852 | CALU_HUMAN

Calumenin OS=Homo sapiens 0X=9606 GN=CALU PE=1 SV=2

Q8NF91 | SYNEL_HUMAN

Nesprin-1 OS=Homo sapiens OX=9606 GN=SYNE1 PE=1 SV=4




Supplementary Table 2. EV Proteomic Data — Proteins Unique to EVs

Accession

Description

Q8Wz42 | TITIN_HUMAN

Titin OS=Homo sapiens OX=9606 GN=TTN PE=1 SV=4

075882 | ATRN_HUMAN

Attractin OS=Homo sapiens OX=9606 GN=ATRN PE=1 SV=2

Q8NI99 | ANGL6_HUMAN

Angiopoietin-related protein 6 OS=Homo sapiens OX=9606
GN=ANGPTL6 PE=1 SV=1

P43652 | AFAM_HUMAN

Afamin OS=Homo sapiens OX=9606 GN=AFM PE=1 SV=1

PODSN7 | KVD37_HUMAN

Probable non-functional immunoglobulinn kappa variable 1D-37
0OS=Homo sapiens OX=9606 GN=IGKV1D-37 PE=1 SV=1

AO0A075B6S9 | KV137_HUMAN

Probable non-functional immunoglobulinn kappa variable 1-37
0OS=Homo sapiens 0X=9606 GN=IGKV1-37 PE=1 SV=7

P25311 | ZA2G_HUMAN

Zinc-alpha-2-glycoprotein OS=Homo sapiens OX=9606
GN=AZGP1 PE=1 SV=2

Q02161 | RHD_HUMAN

Blood group Rh(D) polypeptide OS=Homo sapiens OX=9606
GN=RHD PE=1 SV=3

P18577 | RHCE_HUMAN

Blood group Rh(CE) polypeptide OS=Homo sapiens OX=9606
GN=RHCE PE=1 SV=2

Q9UIF9 | BAZ2A_HUMAN

Bromodomain adjacent to zinc finger domain protein 2A
0S=Homo sapiens OX=9606 GN=BAZ2A PE=1 SV=4

Q15233 | NONO_HUMAN

Non-POU domain-containing octamer-binding protein
0S=Homo sapiens 0X=9606 GN=NONO PE=1 SvV=4

P58107 | EPIPL_HUMAN

Epiplakin OS=Homo sapiens OX=9606 GN=EPPK1 PE=1 SV=3

Q9P2E2 | KIF17_HUMAN

Kinesin-like protein KIF17 OS=Homo sapiens OX=9606 GN=KIF17
PE=2 SV=3

P05198 | IF2A_HUMAN

Eukaryotic translation initiation factor 2 subunit 1 0S=Homo
sapiens OX=9606 GN=EIF2S1 PE=1 SV=3




Supplementary Table 3. EV Proteomic Data — Proteins Shared Between EVs and ExerVs

Accession

Description

P05556|1ITB1_HUMAN

Integrin beta-1 OS=Homo sapiens 0X=9606 GN=ITGB1 PE=1 SV=2

Q99439|CNN2_HUMAN

Calponin-2 OS=Homo sapiens 0X=9606 GN=CNN2 PE=1 SV=4

P12110|CO6A2_HUMAN

Collagen alpha-2(VI1) chain OS=Homo sapiens 0X=9606 GN=COL6A2
PE=1SV=4

P02751| FINC_HUMAN

Fibronectin OS=Homo sapiens 0X=9606 GN=FN1 PE=1 SV=5

P60660| MYL6_HUMAN

Myosin light polypeptide 6 OS=Homo sapiens 0X=9606 GN=MYL6 PE=1
Sv=2

P01011|AACT_HUMAN

Alpha-1-antichymotrypsin OS=Homo sapiens 0X=9606 GN=SERPINA3
PE=1SV=2

P06733| ENOA_HUMAN

Alpha-enolase OS=Homo sapiens OX=9606 GN=ENO1 PE=1 SV=2

P69891|HBG1_HUMAN

Hemoglobin subunit gamma-1 OS=Homo sapiens 0X=9606 GN=HBG1
PE=1SV=2

P69892 | HBG2_HUMAN

Hemoglobin subunit gamma-2 OS=Homo sapiens 0X=9606 GN=HBG2
PE=1SV=2

P19105|ML12A_HUMAN

Myosin regulatory light chain 12A OS=Homo sapiens OX=9606
GN=MYL12A PE=1 SV=2

014950| ML12B_HUMAN

Myosin regulatory light chain 12B OS=Homo sapiens 0X=9606
GN=MYL12B PE=1 SV=2

P07996|TSP1_HUMAN

Thrombospondin-1 OS=Homo sapiens 0X=9606 GN=THBS1 PE=1 SV=2

P02679|FIBG_HUMAN

Fibrinogen gamma chain OS=Homo sapiens 0X=9606 GN=FGG PE=1
Sv=3

P02649| APOE_HUMAN

Apolipoprotein E 0S=Homo sapiens 0X=9606 GN=APOE PE=1 SV=1

P23229|ITA6_HUMAN

Integrin alpha-6 OS=Homo sapiens 0X=9606 GN=ITGA6 PE=1 SV=5

P23528|COF1_HUMAN

Cofilin-1 0S=Homo sapiens 0X=9606 GN=CFL1 PE=1 SV=3

P61224|RAP1B_HUMAN

Ras-related protein Rap-1b OS=Homo sapiens OX=9606 GN=RAP1B PE=1
sv=1

P35542|SAA4_HUMAN

Serum amyloid A-4 protein OS=Homo sapiens 0X=9606 GN=SAA4 PE=1
SvV=2

P60174|TPIS_HUMAN

Triosephosphate isomerase OS=Homo sapiens 0X=9606 GN=TPI1 PE=1
Sv=4

P50552|VASP_HUMAN

Vasodilator-stimulated phosphoprotein 0S=Homo sapiens 0X=9606
GN=VASP PE=1 SV=3

P04040| CATA_HUMAN

Catalase OS=Homo sapiens 0X=9606 GN=CAT PE=1 SV=3

P07437|TBB5_HUMAN

Tubulin beta chain OS=Homo sapiens OX=9606 GN=TUBB PE=1 SV=2

P30101|PDIA3_HUMAN

Protein disulfide-isomerase A3 OS=Homo sapiens OX=9606 GN=PDIA3
PE=1SV=4

P16157|ANK1_HUMAN

Ankyrin-1 OS=Homo sapiens 0X=9606 GN=ANK1 PE=1 SV=3

P02746|C1QB_HUMAN

Complement C1g subcomponent subunit B OS=Homo sapiens OX=9606
GN=C1QB PE=1 SV=3

P06396 | GELS_HUMAN

Gelsolin OS=Homo sapiens 0X=9606 GN=GSN PE=1 SV=1

000299 | CLIC1_HUMAN

Chloride intracellular channel protein 1 OS=Homo sapiens OX=9606
GN=CLIC1 PE=1 SV=4




Q86UX7|URP2_HUMAN

Fermitin family homolog 3 OS=Homo sapiens 0X=9606 GN=FERMT3 PE=1
Sv=1

P04275|VWF_HUMAN

von Willebrand factor 0S=Homo sapiens 0X=9606 GN=VWF PE=1 SV=4

Q9Y490 | TLN1_HUMAN

Talin-1 OS=Homo sapiens OX=9606 GN=TLN1 PE=1 SV=3

P05109|S10A8_HUMAN

Protein S100-A8 OS=Homo sapiens OX=9606 GN=S100A8 PE=1 SV=1

P07195|LDHB_HUMAN

L-lactate dehydrogenase B chain OS=Homo sapiens OX=9606 GN=LDHB
PE=1SV=2

075636 |FCN3_HUMAN

Ficolin-3 OS=Homo sapiens 0X=9606 GN=FCN3 PE=1 SV=2

P04217|A1BG_HUMAN

Alpha-1B-glycoprotein OS=Homo sapiens OX=9606 GN=A1BG PE=1 SV=4

P21926|CD9_HUMAN

CD9 antigen OS=Homo sapiens OX=9606 GN=CD9 PE=1 SV=4

P08567|PLEK_HUMAN

Pleckstrin OS=Homo sapiens OX=9606 GN=PLEK PE=1 SV=3

P24844|MYL9_HUMAN

Myosin regulatory light polypeptide 9 OS=Homo sapiens OX=9606
GN=MYL9 PE=1 SV=4

P12109|CO6A1_HUMAN

Collagen alpha-1(VI) chain 0S=Homo sapiens OX=9606 GN=COL6A1 PE=1
Sv=3

P02763|A1AG1_HUMAN

Alpha-1-acid glycoprotein 1 OS=Homo sapiens OX=9606 GN=ORM1 PE=1
Sv=2

P02747|C1QC_HUMAN

Complement C1g subcomponent subunit C OS=Homo sapiens OX=9606
GN=C1QC PE=1 SV=3

000151 |PDLI1_HUMAN

PDZ and LIM domain protein 1 OS=Homo sapiens 0X=9606 GN=PDLIM1
PE=1SV=4

Q15027 |ACAP1_HUMAN

Arf-GAP with coiled-coil, ANK repeat and PH domain-containing protein 1
0S=Homo sapiens OX=9606 GN=ACAP1 PE=1 SV=1

P26038| MOES_HUMAN

Moesin OS=Homo sapiens OX=9606 GN=MSN PE=1 SV=3

P35579|MYH9_HUMAN

Myosin-9 OS=Homo sapiens OX=9606 GN=MYH9 PE=1 SV=4

P12111|CO6A3_HUMAN

Collagen alpha-3(VI) chain 0S=Homo sapiens OX=9606 GN=COL6A3 PE=1
Sv=5

P61586|RHOA_HUMAN

Transforming protein RhoA OS=Homo sapiens 0X=9606 GN=RHOA PE=1
Sv=1

P00747 |PLMN_HUMAN

Plasminogen OS=Homo sapiens OX=9606 GN=PLG PE=1 SV=2

P32119|PRDX2_HUMAN

Peroxiredoxin-2 OS=Homo sapiens OX=9606 GN=PRDX2 PE=1 SV=5

P05106|ITB3_HUMAN

Integrin beta-3 OS=Homo sapiens OX=9606 GN=ITGB3 PE=1 SV=2

P08603 | CFAH_HUMAN

Complement factor H OS=Homo sapiens 0X=9606 GN=CFH PE=1 SV=4

P06727|APOA4_HUMAN

Apolipoprotein A-IV OS=Homo sapiens 0X=9606 GN=APOA4 PE=1 SV=4

P02743|SAMP_HUMAN

Serum amyloid P-component OS=Homo sapiens OX=9606 GN=APCS PE=1
Sv=2

P14770|GPIX_HUMAN

Platelet glycoprotein IX OS=Homo sapiens OX=9606 GN=GP9 PE=1 SV=3

075083 | WDR1_HUMAN

WD repeat-containing protein 1 OS=Homo sapiens OX=9606 GN=WDR1
PE=1SV=4

P13224|GP1BB_HUMAN

Platelet glycoprotein Ib beta chain OS=Homo sapiens OX=9606
GN=GP1BB PE=1 SV=1

PO1008|ANT3_HUMAN

Antithrombin-lll 0S=Homo sapiens OX=9606 GN=SERPINC1 PE=1 SV=1

P06753| TPM3_HUMAN

Tropomyosin alpha-3 chain OS=Homo sapiens 0X=9606 GN=TPM3 PE=1
Sv=2

Q92954 |PRG4_HUMAN

Proteoglycan 4 OS=Homo sapiens OX=9606 GN=PRG4 PE=1 SV=3




P37802| TAGL2_HUMAN

Transgelin-2 OS=Homo sapiens 0X=9606 GN=TAGLN2 PE=1 SV=3

P11166|GTR1_HUMAN

Solute carrier family 2, facilitated glucose transporter member 1
0OS=Homo sapiens OX=9606 GN=SLC2A1 PE=1 SV=2

P35443|TSP4_HUMAN

Thrombospondin-4 OS=Homo sapiens OX=9606 GN=THBS4 PE=1 SV=2

P02760|AMBP_HUMAN

Protein AMBP OS=Homo sapiens OX=9606 GN=AMBP PE=1 SV=1

P02787 | TRFE_HUMAN

Serotransferrin OS=Homo sapiens OX=9606 GN=TF PE=1 SV=4

P11277|SPTB1_HUMAN

Spectrin beta chain, erythrocytic 0S=Homo sapiens 0OX=9606 GN=SPTB
PE=1SV=5

Q9Y6R7|FCGBP_HUMAN

IgGFc-binding protein OS=Homo sapiens OX=9606 GN=FCGBP PE=1 SV=3

P19652|A1AG2_HUMAN

Alpha-1-acid glycoprotein 2 0S=Homo sapiens OX=9606 GN=ORM2 PE=1
Sv=2

P22792|CPN2_HUMAN

Carboxypeptidase N subunit 2 0S=Homo sapiens 0X=9606 GN=CPN2
PE=1SV=3

P07225|PROS_HUMAN

Vitamin K-dependent protein S OS=Homo sapiens 0X=9606 GN=PROS1
PE=15SV=1

P48740|MASP1_HUMAN

Mannan-binding lectin serine protease 1 0S=Homo sapiens OX=9606
GN=MASP1 PE=1 SV=3

QI9UKP6|UR2R_HUMAN

Urotensin-2 receptor OS=Homo sapiens OX=9606 GN=UTS2R PE=1 SV=1

Q01518 |CAP1_HUMAN

Adenylyl cyclase-associated protein 1 OS=Homo sapiens OX=9606
GN=CAP1 PE=1 SV=5

P02656|APOC3_HUMAN

Apolipoprotein C-1ll 0S=Homo sapiens OX=9606 GN=APOC3 PE=1 SV=1

P01024|CO3_HUMAN

Complement C3 OS=Homo sapiens OX=9606 GN=C3 PE=1 SV=2

P02549|SPTA1_HUMAN

Spectrin alpha chain, erythrocytic 1 OS=Homo sapiens OX=9606
GN=SPTA1 PE=1 SV=5

P02774|VTDB_HUMAN

Vitamin D-binding protein OS=Homo sapiens 0X=9606 GN=GC PE=1 SV=2

P48059|LIMS1_HUMAN

LIM and senescent cell antigen-like-containing domain protein 1
0S=Homo sapiens OX=9606 GN=LIMS1 PE=1 SV=4

P35527|K1C9_HUMAN

Keratin, type | cytoskeletal 9 OS=Homo sapiens OX=9606 GN=KRT9 PE=1
Sv=3

P24821|TENA_HUMAN

Tenascin OS=Homo sapiens OX=9606 GN=TNC PE=1 SV=3

P06702|S10A9_HUMAN

Protein S100-A9 OS=Homo sapiens OX=9606 GN=S100A9 PE=1 SV=1

P04439|HLAA_HUMAN

HLA class | histocompatibility antigen, A alpha chain OS=Homo sapiens
0OX=9606 GN=HLA-A PE=1 SV=2

P09486 |SPRC_HUMAN

SPARC OS=Homo sapiens OX=9606 GN=SPARC PE=1 SV=1

P02768|ALBU_HUMAN

Albumin OS=Homo sapiens 0X=9606 GN=ALB PE=1 SV=2

P06276|CHLE_HUMAN

Cholinesterase OS=Homo sapiens 0X=9606 GN=BCHE PE=1 SV=1

P02745|C1QA_HUMAN

Complement C1g subcomponent subunit A OS=Homo sapiens OX=9606
GN=C1QA PE=1 SV=2

095810|CAVN2_HUMAN

Caveolae-associated protein 2 OS=Homo sapiens 0X=9606 GN=CAVIN2
PE=1SV=3

P62328|TYB4_HUMAN

Thymosin beta-4 OS=Homo sapiens 0X=9606 GN=TMSB4X PE=1 SV=2

P01031|CO5_HUMAN

Complement C5 OS=Homo sapiens OX=9606 GN=C5 PE=1 SV=4

P10599|THIO_HUMAN

Thioredoxin OS=Homo sapiens OX=9606 GN=TXN PE=1 SV=3

P02647|APOA1_HUMAN

Apolipoprotein A-l 0S=Homo sapiens 0X=9606 GN=APOA1 PE=1 SV=1




P16452|EPB42_HUMAN

Protein 4.2 OS=Homo sapiens OX=9606 GN=EPB42 PE=1 SV=3

P05090|APOD_HUMAN

Apolipoprotein D OS=Homo sapiens 0X=9606 GN=APOD PE=1 SV=1

P68366|TBA4A_HUMAN

Tubulin alpha-4A chain OS=Homo sapiens OX=9606 GN=TUBA4A PE=1
Sv=1

P01023|A2MG_HUMAN

Alpha-2-macroglobulin 0S=Homo sapiens 0X=9606 GN=A2M PE=1 SV=3

P11226|MBL2_HUMAN

Mannose-binding protein C OS=Homo sapiens 0X=9606 GN=MBL2 PE=1
Sv=2

Q9BQE3|TBA1C_HUMAN

Tubulin alpha-1C chain OS=Homo sapiens 0X=9606 GN=TUBA1C PE=1
Sv=1

043866 |CD5L_HUMAN

CD5 antigen-like OS=Homo sapiens OX=9606 GN=CD5L PE=1 SV=1

Q14624 |ITIH4_HUMAN

Inter-alpha-trypsin inhibitor heavy chain H4 OS=Homo sapiens OX=9606
GN=ITIH4 PE=1 SV=4

P35908|K22E_HUMAN

Keratin, type Il cytoskeletal 2 epidermal OS=Homo sapiens OX=9606
GN=KRT2 PE=1 SV=2

PO1009|AIAT_HUMAN

Alpha-1-antitrypsin OS=Homo sapiens OX=9606 GN=SERPINA1 PE=1 SV=3

P00738|HPT_HUMAN

Haptoglobin OS=Homo sapiens OX=9606 GN=HP PE=1 SV=1

P02652|APOA2_HUMAN

Apolipoprotein A-Il 0S=Homo sapiens OX=9606 GN=APOA2 PE=1 SV=1

P67936|TPM4_HUMAN

Tropomyosin alpha-4 chain OS=Homo sapiens 0X=9606 GN=TPM4 PE=1
Sv=3

P00739|HPTR_HUMAN

Haptoglobin-related protein OS=Homo sapiens OX=9606 GN=HPR PE=2
Sv=2

P07951| TPM2_HUMAN

Tropomyosin beta chain OS=Homo sapiens 0X=9606 GN=TPM2 PE=1
Sv=1

P78324|SHPS1_HUMAN

Tyrosine-protein phosphatase non-receptor type substrate 1 0S=Homo
sapiens OX=9606 GN=SIRPA PE=1 SV=2

P09871|C1S_HUMAN

Complement Cls subcomponent OS=Homo sapiens 0X=9606 GN=C1S
PE=1SV=1

P00450|CERU_HUMAN

Ceruloplasmin OS=Homo sapiens 0X=9606 GN=CP PE=1 SV=1

P02655|APOC2_HUMAN

Apolipoprotein C-1Il 0S=Homo sapiens 0X=9606 GN=APOC2 PE=1 SV=1

P07737|PROF1_HUMAN

Profilin-1 OS=Homo sapiens OX=9606 GN=PFN1 PE=1 SV=2

PO1019|ANGT_HUMAN

Angiotensinogen OS=Homo sapiens OX=9606 GN=AGT PE=1 SV=3

P20929|NEBU_HUMAN

Nebulin OS=Homo sapiens OX=9606 GN=NEB PE=1 SV=5

P01889|HLAB_HUMAN

HLA class | histocompatibility antigen, B alpha chain OS=Homo sapiens
0X=9606 GN=HLA-B PE=1 SV=3

P02790|HEMO_HUMAN

Hemopexin OS=Homo sapiens OX=9606 GN=HPX PE=1 SV=2

P55056 | APOC4_HUMAN

Apolipoprotein C-IV OS=Homo sapiens 0X=9606 GN=APOC4 PE=1 SV=1

P68871|HBB_HUMAN

Hemoglobin subunit beta OS=Homo sapiens 0OX=9606 GN=HBB PE=1
Sv=2

P00751|CFAB_HUMAN

Complement factor B OS=Homo sapiens OX=9606 GN=CFB PE=1 SV=2

P02042|HBD_HUMAN

Hemoglobin subunit delta OS=Homo sapiens 0X=9606 GN=HBD PE=1
SvV=2

P02775|CXCL7_HUMAN

Platelet basic protein OS=Homo sapiens OX=9606 GN=PPBP PE=1 SV=3

P52788|SPSY_HUMAN

Spermine synthase OS=Homo sapiens OX=9606 GN=SMS PE=1 SV=2

P69905|HBA_HUMAN

Hemoglobin subunit alpha OS=Homo sapiens 0X=9606 GN=HBA1 PE=1
SvV=2




P61769|B2MG_HUMAN

Beta-2-microglobulin 0S=Homo sapiens 0X=9606 GN=B2M PE=1 SV=1

P00736|C1R_HUMAN

Complement C1r subcomponent OS=Homo sapiens OX=9606 GN=C1R
PE=1SV=2

Q15942 |ZYX_HUMAN

Zyxin OS=Homo sapiens OX=9606 GN=ZYX PE=1 SV=1

P78509 | RELN_HUMAN

Reelin 0S=Homo sapiens OX=9606 GN=RELN PE=1 SV=3

P04114|APOB_HUMAN

Apolipoprotein B-100 OS=Homo sapiens OX=9606 GN=APOB PE=1 SV=2

Q15485 | FCN2_HUMAN

Ficolin-2 OS=Homo sapiens 0X=9606 GN=FCN2 PE=1 SV=2

P06744|G6PI_HUMAN

Glucose-6-phosphate isomerase OS=Homo sapiens 0OX=9606 GN=GPI
PE=1SV=4

043765|SGTA_HUMAN

Small glutamine-rich tetratricopeptide repeat-containing protein alpha
0OS=Homo sapiens OX=9606 GN=SGTA PE=1 SV=1

P02749|APOH_HUMAN

Beta-2-glycoprotein 1 OS=Homo sapiens 0OX=9606 GN=APOH PE=1 SV=3

P60953|CDC42_HUMAN

Cell division control protein 42 homolog OS=Homo sapiens OX=9606
GN=CDC42 PE=1SV=2

P11021|BIP_HUMAN

Endoplasmic reticulum chaperone BiP OS=Homo sapiens OX=9606
GN=HSPA5 PE=1 SV=2

P04004|VTNC_HUMAN

Vitronectin OS=Homo sapiens OX=9606 GN=VTN PE=1 SV=1

P10646|TFPI1_HUMAN

Tissue factor pathway inhibitor 0S=Homo sapiens OX=9606 GN=TFPI
PE=15SV=1

PODJI8 |SAA1_HUMAN

Serum amyloid A-1 protein OS=Homo sapiens 0X=9606 GN=SAA1 PE=1
Sv=1

P01042|KNG1_HUMAN

Kininogen-1 OS=Homo sapiens OX=9606 GN=KNG1 PE=1 SV=2

P02654|APOC1_HUMAN

Apolipoprotein C-1 0S=Homo sapiens 0X=9606 GN=APOC1 PE=1 SV=1

Q13093 |PAFA_HUMAN

Platelet-activating factor acetylhydrolase OS=Homo sapiens OX=9606
GN=PLA2G7 PE=1 SV=1

P49913|CAMP_HUMAN

Cathelicidin antimicrobial peptide OS=Homo sapiens 0X=9606 GN=CAMP
PE=15SV=1

P11142|HSP7C_HUMAN

Heat shock cognate 71 kDa protein OS=Homo sapiens OX=9606
GN=HSPA8 PE=1 SV=1

P02776|PLF4_HUMAN

Platelet factor 4 OS=Homo sapiens OX=9606 GN=PF4 PE=1 SV=2

P04003 | C4BPA_HUMAN

C4b-binding protein alpha chain 0S=Homo sapiens 0X=9606 GN=C4BPA
PE=1SV=2

Q96127 |ZN625_HUMAN

Zinc finger protein 625 OS=Homo sapiens OX=9606 GN=ZNF625 PE=1
Sv=1

P04075|ALDOA_HUMAN

Fructose-bisphosphate aldolase A OS=Homo sapiens OX=9606
GN=ALDOA PE=1 SV=2

P10909 | CLUS_HUMAN

Clusterin OS=Homo sapiens OX=9606 GN=CLU PE=1 SV=1

Q13418|ILK_HUMAN

Integrin-linked protein kinase OS=Homo sapiens OX=9606 GN=ILK PE=1
Sv=2

P61204|ARF3_HUMAN

ADP-ribosylation factor 3 OS=Homo sapiens OX=9606 GN=ARF3 PE=1
Sv=2

P84077|ARF1_HUMAN

ADP-ribosylation factor 1 OS=Homo sapiens OX=9606 GN=ARF1 PE=1
Sv=2

P19823|ITIH2_HUMAN

Inter-alpha-trypsin inhibitor heavy chain H2 OS=Homo sapiens OX=9606
GN=ITIH2 PE=1 SV=2




P13645|K1C10_HUMAN

Keratin, type | cytoskeletal 10 OS=Homo sapiens OX=9606 GN=KRT10
PE=1SV=6

P21333|FLNA_HUMAN

Filamin-A OS=Homo sapiens OX=9606 GN=FLNA PE=1 SV=4

014791 |APOL1_HUMAN

Apolipoprotein L1 OS=Homo sapiens OX=9606 GN=APOL1 PE=1 SV=5

P30044|PRDX5_HUMAN

Peroxiredoxin-5, mitochondrial 0S=Homo sapiens OX=9606 GN=PRDX5
PE=1SV=4

P63104|1433Z_HUMAN

14-3-3 protein zeta/delta OS=Homo sapiens OX=9606 GN=YWHAZ PE=1
Sv=1

P02766 | TTHY_HUMAN

Transthyretin OS=Homo sapiens 0X=9606 GN=TTR PE=1 SV=1

P11169|GTR3_HUMAN

Solute carrier family 2, facilitated glucose transporter member 3
0OS=Homo sapiens OX=9606 GN=SLC2A3 PE=1 SV=1

Q9BWPS|COL11_HUMAN

Collectin-11 OS=Homo sapiens OX=9606 GN=COLEC11 PE=1 SV=1

POCOL5|CO4B_HUMAN

Complement C4-B OS=Homo sapiens OX=9606 GN=C4B PE=1 SV=2

P05155|1C1_HUMAN

Plasma protease C1 inhibitor OS=Homo sapiens OX=9606 GN=SERPING1
PE=1SV=2

P12814|ACTN1_HUMAN

Alpha-actinin-1 OS=Homo sapiens 0X=9606 GN=ACTN1 PE=1 SV=2

P61158|ARP3_HUMAN

Actin-related protein 3 OS=Homo sapiens OX=9606 GN=ACTR3 PE=1 SV=3

015143|ARC1B_HUMAN

Actin-related protein 2/3 complex subunit 1B OS=Homo sapiens OX=9606
GN=ARPC1B PE=1 SV=3

Q9ULV4|COR1C_HUMAN

Coronin-1C OS=Homo sapiens OX=9606 GN=CORO1C PE=1 SV=1

P04406|G3P_HUMAN

Glyceraldehyde-3-phosphate dehydrogenase OS=Homo sapiens OX=9606
GN=GAPDH PE=1 SV=3

Q9HBI1|PARVB_HUMAN

Beta-parvin OS=Homo sapiens OX=9606 GN=PARVB PE=1 SV=1

Q15404 |RSU1_HUMAN

Ras suppressor protein 1 OS=Homo sapiens OX=9606 GN=RSU1 PE=1
Sv=3

Q8TF44|C2C4C_HUMAN

C2 calcium-dependent domain-containing protein 4C OS=Homo sapiens
0X=9606 GN=C2CDA4C PE=1 SV=2

A1L4H1|SRCRL_HUMAN

Soluble scavenger receptor cysteine-rich domain-containing protein
SSC5D OS=Homo sapiens OX=9606 GN=SSC5D PE=1 SV=3

P12259|FA5_HUMAN

Coagulation factor V OS=Homo sapiens OX=9606 GN=F5 PE=1 SV=4

P04264|K2C1_HUMAN

Keratin, type Il cytoskeletal 1 OS=Homo sapiens OX=9606 GN=KRT1 PE=1
SV=6

P40197|GPV_HUMAN

Platelet glycoprotein V OS=Homo sapiens 0X=9606 GN=GP5 PE=1 SV=1

P13647|K2C5_HUMAN

Keratin, type Il cytoskeletal 5 OS=Homo sapiens 0X=9606 GN=KRT5 PE=1
Sv=3

P00488|F13A_HUMAN

Coagulation factor XlIl A chain OS=Homo sapiens OX=9606 GN=F13A1
PE=1SV=5

P14543|NID1_HUMAN

Nidogen-1 OS=Homo sapiens OX=9606 GN=NID1 PE=1 SV=3

Q9UHG3|PCYOX_HUMAN

Prenylcysteine oxidase 1 OS=Homo sapiens 0X=9606 GN=PCYOX1 PE=1
Sv=3

P02452|CO1A1_HUMAN

Collagen alpha-1(1) chain OS=Homo sapiens 0X=9606 GN=COL1A1 PE=1
SV=6

P07359|GP1BA_HUMAN

Platelet glycoprotein Ib alpha chain OS=Homo sapiens OX=9606
GN=GP1BA PE=1 SV=2




P05160|F13B_HUMAN

Coagulation factor XIII B chain OS=Homo sapiens OX=9606 GN=F13B
PE=1SV=3

Q08380|LG3BP_HUMAN

Galectin-3-binding protein OS=Homo sapiens OX=9606 GN=LGALS3BP
PE=15SV=1

P09493 | TPM1_HUMAN

Tropomyosin alpha-1 chain OS=Homo sapiens 0X=9606 GN=TPM1 PE=1
Sv=2

P00558|PGK1_HUMAN

Phosphoglycerate kinase 1 0S=Homo sapiens OX=9606 GN=PGK1 PE=1
Sv=3

P08519|APOA_HUMAN

Apolipoprotein(a) OS=Homo sapiens 0X=9606 GN=LPA PE=1 SV=2

P08514|ITA2B_HUMAN

Integrin alpha-llb OS=Homo sapiens OX=9606 GN=ITGA2B PE=1 SV=3

P02671|FIBA_HUMAN

Fibrinogen alpha chain OS=Homo sapiens OX=9606 GN=FGA PE=1 SV=2

P04792|HSPB1_HUMAN

Heat shock protein beta-1 OS=Homo sapiens OX=9606 GN=HSPB1 PE=1
SvV=2

P27105|STOM_HUMAN

Stomatin OS=Homo sapiens OX=9606 GN=STOM PE=1 SV=3

P14618 | KPYM_HUMAN

Pyruvate kinase PKM OS=Homo sapiens OX=9606 GN=PKM PE=1 SV=4

P30041|PRDX6_HUMAN

Peroxiredoxin-6 OS=Homo sapiens OX=9606 GN=PRDX6 PE=1 SV=3

P55209|NP1L1_HUMAN

Nucleosome assembly protein 1-like 1 OS=Homo sapiens OX=9606
GN=NAP1L1 PE=1SV=1

Q9HCL3|ZFP14_HUMAN

Zinc finger protein 14 homolog OS=Homo sapiens OX=9606 GN=ZFP14
PE=1SV=2

Q9H4B7|TBB1_HUMAN

Tubulin beta-1 chain 0S=Homo sapiens 0X=9606 GN=TUBB1 PE=1 SV=1

P62258|1433E_HUMAN

14-3-3 protein epsilon OS=Homo sapiens 0X=9606 GN=YWHAE PE=1
Sv=1

Q9H299|SH3L3_HUMAN

SH3 domain-binding glutamic acid-rich-like protein 3 OS=Homo sapiens
0X=9606 GN=SH3BGRL3 PE=1 SV=1

P00734| THRB_HUMAN

Prothrombin OS=Homo sapiens OX=9606 GN=F2 PE=1 SV=2

Q13790 | APOF_HUMAN

Apolipoprotein F OS=Homo sapiens OX=9606 GN=APOF PE=1 SV=2

P18206|VINC_HUMAN

Vinculin OS=Homo sapiens 0X=9606 GN=VCL PE=1 SV=4

P04196|HRG_HUMAN

Histidine-rich glycoprotein OS=Homo sapiens OX=9606 GN=HRG PE=1
Sv=1

P62937|PPIA_HUMAN

Peptidyl-prolyl cis-trans isomerase A OS=Homo sapiens OX=9606
GN=PPIA PE=1 SV=2

P02675|FIBB_HUMAN

Fibrinogen beta chain OS=Homo sapiens OX=9606 GN=FGB PE=1 SV=2

POCOL4 | CO4A_HUMAN

Complement C4-A OS=Homo sapiens OX=9606 GN=C4A PE=1 SV=2

P63261|ACTG_HUMAN

Actin, cytoplasmic 2 OS=Homo sapiens OX=9606 GN=ACTG1 PE=1 SV=1

P19827|ITIH1_HUMAN

Inter-alpha-trypsin inhibitor heavy chain H1 OS=Homo sapiens OX=9606
GN=ITIH1 PE=1 SV=3

P27918|PROP_HUMAN

Properdin OS=Homo sapiens OX=9606 GN=CFP PE=1 SV=2

P20851|C4BPB_HUMAN

C4b-binding protein beta chain OS=Homo sapiens 0X=9606 GN=C4BPB
PE=15SV=1

P08697 | A2AP_HUMAN

Alpha-2-antiplasmin OS=Homo sapiens OX=9606 GN=SERPINF2 PE=1
Sv=3

P13987|CD59_HUMAN

CD59 glycoprotein OS=Homo sapiens 0X=9606 GN=CD59 PE=1 SV=1

P31146|COR1A_HUMAN

Coronin-1A OS=Homo sapiens OX=9606 GN=CORO1A PE=1 SV=4

P60033|CD81_HUMAN

CD81 antigen OS=Homo sapiens OX=9606 GN=CD81 PE=1 SV=1




P52565|GDIR1_HUMAN Rho GDP-dissociation inhibitor 1 OS=Homo sapiens OX=9606
GN=ARHGDIA PE=1 SV=3

095445|APOM_HUMAN | Apolipoprotein M OS=Homo sapiens OX=9606 GN=APOM PE=1 SV=2

P02765|FETUA_HUMAN | Alpha-2-HS-glycoprotein OS=Homo sapiens OX=9606 GN=AHSG PE=1
SvV=2

Q16610|ECM1_HUMAN Extracellular matrix protein 1 OS=Homo sapiens OX=9606 GN=ECM1
PE=1SV=2

P27169|PON1_HUMAN Serum paraoxonase/arylesterase 1 0S=Homo sapiens OX=9606
GN=PON1 PE=1 SV=3

P59666|DEF3_HUMAN Neutrophil defensin 3 OS=Homo sapiens OX=9606 GN=DEFA3 PE=1 SV=1

P59665|DEF1_HUMAN Neutrophil defensin 1 OS=Homo sapiens OX=9606 GN=DEFA1 PE=1 SV=1

P02533|K1C14_HUMAN Keratin, type | cytoskeletal 14 OS=Homo sapiens OX=9606 GN=KRT14
PE=1SV=4

P02730|B3AT_HUMAN Band 3 anion transport protein OS=Homo sapiens OX=9606 GN=SLC4A1
PE=1SV=3

Bold = Significant difference in protein content between EVs and ExerVs
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